TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-vaiue 


Description 


oene 
Accession 
No. 


1 Ininana 

unigene 
Accession 
No. 


Protein 

I ■ V/ lb III 

Arpp<i«tinn 
Mo 


121_at 


0.034721 


EST, Highly similar to PAX8_HUMAN 
Paired box protein Pax-8 [H. sapiens] 


X69699 


Hs.400990 


NP_054698 


1405 i at 


0.025284 


chemokine (C-C motif) ligand 5 


NM 002985 


Hs.241392 


NP 002976 


1487 at 


0.049425 


estrogen-related receptor alpha 


NM 004451 


Hs. 11 0849 


NP 004442 


200021_at 


0.025284 


gb:NM_005507.1 /DEF=Homo sapiens 
coTHin i (non-muscie) (OrLi), idkna. 
/FEA=mRNA /GEN=CFL1 /PROD=cofilin 
1 (non-muscle) /DB_XREF=gi:5031634 
/UG=Hs. 180370 cofilin 1 (non-muscle) 
/FL=gb:NM_005507.1 


NMJD05507 




NP_005498 


200045_at 


0.046749 


gb:NM_001 090.1 /DEF=Homo sapiens 
ATP-binding cassette, sub-family F 
(GCN20), member 1 (ABCF1), mRNA. 
/FEA=mRNA /GEN=ABCF1 /PROD=ATP- 
binding cassette, sub-family F, member 
1 /DB_XREF=gi: 109471 34 /UG=Hs.9573 
a i r-Dinaing cassene, suD-tamiiy r 
(GCN20), member 1 
/FL=gb:NM_001090.1 gb:AF027302.1 


NM_001090 




NP_001081 


200058_s_at 


0.034721 


gb:BC001417.1 /DEF=Homo sapiens, 
Similar to U5 snRNP-specific protein, 
200 kDa (DEXH RNA helicase family), 
clone MGC:2580, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to U5 
snRNP-specific protein, 200 kDa(DEXH 
r\iNA ircnudbc Tarniiy^ 
/DB_XREF=gi: 126551 28 /UG=Hs.2461 12 
KIAA0788 protein /FL=gb:BC001417.1 
gb:AF1 19874.1 


BC001417 




NP_054733 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


200060_s_at 


0.034721 


gb:BC001 659.1 /DEF=Homo sapiens, 
RNA-binding protein S1, serine-rich 
domain, clone MGC:1125, mRNA, 
complete cds. /FEA=mRNA 
/r r\rMM-Dinaing protein oi, serine- 
rich domain /DB_XREF=gi: 12804496 
/UG=Hs.75104 RNA-binding protein S1, 
serine-rich domain /FL=gb:BC001659.1 
gb:BC00 1838.1 


BC001659 




NP_542161 


200069_at 


0.034721 


Consensus includes gb:AI656011 
/FEA=EST /DB_XREF=gi:4739990 

/ U D_A K £ r — eS i. Quo . X \ 

/pi pimp— i MAriP- ooaia 

/OLV^lNC— IIVIMoc.ZZho^OZ 

/uo-ns. i ido/o i\iMr\u i oo gene proQUCi 
/FL=gb:AB020880.1 gb:NM_0 14706.1 
gb:D63879.1 


NM_014706 




NP_055521 


200598 s at 


0.046749 


tumor rejection antigen (gp96) 1 


AI582238 


Hs.82689 


NP 003290 


200607 s at 


0.018222 


RAD21 homolog (S. pombe) 


BG289967 


Hs.81848 


NP 006256 


20061 0_s_at 


U.UO^f / £. I 


gD.iNivi_uuooo i . i /utr-nomo sapiens 
nucleolin (NCL), mRNA. /FEA=mRNA 
/GEN=NCL /PROD=nucleolin 
/DB_XREF=gi:4885510 /UG=Hs.79110 
nucleolin /FL=gb:NM_005381.1 


kiivvi nncoQ'i 
INIVI_UUOOol 




NP_005372 


20061 3_at 


0.034721 


gb:NM_004068.1 /DEF=Homo sapiens 
adaptor-related protein complex 2, mu 1 
subunit (AP2M1), mRNA. /FEA=mRNA 
/GEN=AP2M1 /PROD=adaptor-related 
protein complex 2, mu 1 subunit 
/DB_XREF=gi:4757993 /UG=Hs.152936 

aUd[JlUI I CICUCU piULCIII OUIIIfJICA IIIU I 

subunit /FL=gb:U36188.1 gb:BC004996.1 
gb:D63475.1 gb:NM_004068.1 


NM_004068 




NP_004059 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


200616_s_at 


0.027239 


gb:BC000371.1 /DEF=Homo sapiens, 
KIAA0152 gene product, clone 
MGC:8341, mRNA, complete cds. 
/FEA=mRNA /PROD=KIAA0152 gene 
product /UD_AKtr-gi.iz:ooo/:UD 
/UG=Hs.181418 KIAA0152 gene product 
/FL=gb:BC000371.1 gb:D63486.1 
gb:NM_014730.1 


BC000371 




NP_055545 


200631_s_at 


0.046749 


gb:NMJX)3011.1 /DEF=Homo sapiens 
SET translocation (myeloid leukemia- 
associated) (SET), mRNA. /FEA=mRNA 
/GEN=SET /PROD=SET translocation 
(myeloid leukemia-associated) 

/UD_AKtr— gi.40UOoyU /Uo-nS.140iC/ y 

SET translocation (myeloid leukemia- 
associated) /FL=gb:U51924.1 
gb:M93651.1 gb:NM_003011.1 


NM_003011 




NP_003002 


200642_at 


0.034721 


gb:NM_000454.1 /DEF=Homo sapiens 
superoxide dismutase 1, soluble 
(amyotrophic lateral sclerosis 1 (adult)) 
(SOD1), mRNA. /FEA=mRNA 
/GEN=SOD1 /PROD=superoxide 
dismutase 1, soluble (amyotrophiclateral 
sclerosis 1 (adult)) 

/DB_XREF=gi:4507148 /UG=Hs.75428 

cunornvirlfi Hicmi itaco 1 cnhihlo 
oU|JCIUaIUc UlolllUlaoo l, oUIUUIc 

(amyotrophic lateral sclerosis 1 (adult)) 
/FL=gb:BC001 034.1 gb:K00065.1 
gb:NM 000454.1 


NM_000454 




NP_000445 
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Protein 
Accession 
No. 


200648_s_at 


0.046749 


gb:NM_002065.1 /DEF=Homo sapiens 
glutamate-ammonia ligase (glutamine 
synthase) (GLUL), mRNA. /FEA=mRNA 
/GEN=GLUL /PROD=glutamate-ammonia 
iigase ^giuiarnine syrunasej 
/DB_XREF=gi:4504026 /UG=Hs. 1 701 71 
glutamate-ammonia ligase (glutamine 
synthase) /FL=gb:NM_002065.1 


NM_002065 




NP_002056 


200675_at 


0.018023 


gb:NM_004356.1 /DEF=Homo sapiens 
CD81 antigen (target of antiproliferative 
antibody 1) (CD81), mRNA. 
/FEA=mRNA /GEN=CD81 /PROD=CD81 
antigen (target of antiproliferativeantibody 
i) /UD_Ar\c:r— gi.^i / o / y*tu /Ub-ns.OHHO/ 
CD81 antigen (target of antiproliferative 
antibody 1) /FL=gb:BC002978.1 
gb:M33680.1 gb:NM_004356.1 


NM_004356 




NP_004347 


200683_s_at 


0.025284 


Consensus includes gb:BE964689 

/rtA-to I /Ud^AKtr- yl. I 1 /OOZOf 

IDE XREF=est:601658226R1 
/CLONE=IMAGE:3885630 
/UG=Hs. 1 081 04 ubiquitin-conjugating 
enzyme E2L 3 /FL=gb:NM_003347.1 


NM_003347 




NP_003338 


20069 1_s_at 


0.025284 


gb:BC000478.1 /DEF=Homo sapiens, 
heat shock 70kD protein 9B (mortalin- 
2), clone MGC:8684, mRNA, complete 
cds. /FEA=mRNA /PROD=heat shock 
70kD protein 9B (mortalin-2) 

/UD_Ar\tr— gi.1ZO0o414 /Ub-MS.oUDy 

heat shock 70kD protein 9B (mortalin-2) 
/rL— gD.DLrUUU4 AO. i gD.Lioioy.i 
gb:NM_004134.1 


BC000478 




NP_004125 


200702_s_at 


0.02008 


DEAD/H (Asp-Glu-Ala-Asp/His) box 
polypeptide 24 


BG421209 


Hs. 155986 


NP_065147 


200722_s_at 


0.034721 


membrane component, chromosome 1 1 , 
surface marker 1 


BG258784 


Hs.278672 


NP_005889 
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p-value 


Description 


Gene 
Accession 

NO. 


1 Ininono 

uiiiy ent? 

Accession 

IMO. 


Protein 
No. 


200727 s at 


0.018222 


ARP2 actin-related protein 2 homolog ! 
(yeast) 


AA699583 


Hs.42915 | 


NP 005713 


200731_s_at 


0.046749 


protein tyrosine phosphatase type IVA, 
member 1 


BF576710 


Hs.227777 


NP_003454 


200772_x_at 


0.018023 


prothymosin, alpha (gene sequence 28) 


BF686442 


Hs.250655 


NP_002814 


200790_at 


0.046749 


gb:NM_002539.1 /DEF=Homo sapiens 
ornithine decarboxylase 1 (ODC1) 
mRNA. /FEA=mRNA /GEN=ODC1 
/rKUU— ornitninG aecarooxyiase i 
/DB_XREF=gi:4505488 /UG=Hs.75212 
ornithine decarboxylase 1 
/FL=gb:M16650.1 gb:NM_002539.1 


NM_002539 




NP_002530 


200798_x_at 


0.046749 


gb:NM_021 960.1 /DEF=Homo sapiens 
myeloid cell leukemia sequence 1 
(BCL2-related) (MCL1), mRNA. 
/FEA=mRNA /GEN=MCL1 
/PROD=myeloid cell leukemia sequence 
i (DL/L^-reiaieu; /UD_AKtr-gi.iiooo io4 
/UG=Hs.86386 myeloid cell leukemia 
sequence 1 (BCL2-related) 
/FL=gb:NM_021960.1 gb:AF1 18124.1 


NM_021960 




NP_068779 


200801_x_at 


0.034721 


gb:NM_001101.2 /DEF=Homo sapiens 
actin, beta (ACTB), mRNA. /FEA=mRNA 

/DB_XREF=gi:5016088 /UG=Hs.288061 
actin, beta /FL=gb:BC001301.1 
gb:BC002409.1 gb:BC004251.1 
gb:NM 001101.2 


NM_001101 




NP_001092 
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Protein 
Accession 
No. 


200803_s_at 


0.025284 


gb:AF033095.1 /DEF=Homo sapiens 
testis enhanced gene transcript protein 
(TEGT) mRNA, complete cds. 
/FEA=mRNA /GEN=TEGT /PROD=testis 
enhanced gene transcript protein 

/DD_AKEF-gi. 2645728 /UG=nS. 74637 
testis enhanced gene transcript (BAX 
inhibitor 1) /FL=gb:BC000916.1 
gb:AF033095.1 gb:NM_003217.1 


AF033095 




NP_003208 


200885_at 


0.049425 


gb:NM_005167.1 /DEF=Homo sapiens 
ras homolog gene family, member C 
(ARHC), mRNA. /FEA=mRNA 
/GEN=ARHC /PROD=ras homolog. gene 
family, member C 

/DB_XREF=gi:4885066 /UG=Hs.1 79735 
ras homolog gene family, member C 
/FL-gb.L250o1.1 gb.NM_005 167.1 


NM_005167 




NP_005158 


zuuooy_s_ai 


0.034721 


signal sequence receptor, alpha 
(translocon-associated protein alpha) 


AI016620 


Hs.250773 


INr_UUOl OO 


200890_s_at 


0.034721 


signal sequence receptor, alpha 
(translocon-associated protein alpha) 


AI016620 


Hs.250773 


NP_003135 


200895_s_at 


0.045316 


gb:NM_002014.1 /DEF=Homo sapiens 
FK506-binding protein 4 (59kD) 
(FKBP4), mRNA. /FEA=mRNA 
/GEN=FKBP4 /PROD=FK506-binding 
protein 4 (59kD) /DB_XREF=gi:4503728 
/ub-ns.o4o rr\ouo-Dinaing protein 4 
(59kD) /FL=gb:BC001 786.1 gb:M88279.1 
gb:NM_002014.1 


NM_002014 




NP_002005 


200900_s_at 


0.049425 


mannose-6-phosphate receptor (cation 
dependent) 


AI583537 


Hs.75709 


NP_002346 



Page 6 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
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Protein 
Accession 
No. 


200901__s_at 


0.034721 


gb:NM_002355.2 /DEF=Homo sapiens 
mannose-6-phosphate receptor (cation 
dependent) (M6PR), mRNA. 
/FEA=mRNA /GEN=M6PR /PROD=cation 
dependent mannose-6-phosphate 
receptorprecursor 

/UD_Ar\tir— gi. iuy*f/uo^ /uo-ns./o/uy 
mannose-6-phosphate receptor (cation 
dependent) /FL=gb:NM_002355.2 
gb:M16985.1 


NM_002355 




NP_002346 


20091 0_at 


0.046749 


gb:NM_005998.1 /DEF=Homo sapiens 
chaperonin containing TCP1, subunit 3 
(gamma) (CCT3), mRNA. /FEA=mRNA 

/VJCIM-OV-» 1 O I r v\\J\J w -\J\ Id pel Ul HI 1 

containing TCP1, subunit 3 (gamma) 
/DB_XREF=gi:51 74726 /UG=Hs.1708 
chaperonin containing TCP1, subunit 3 
(gamma) /FL=gb:NM_005998.1 


NM_005998 




NP_005989 


200947_s_at 


0.049425 


gb:NM_005271.1 /DEF=Homo sapiens 
glutamate dehydrogenase 1 (GLUD1), 
mRNA. /FEA=mRNA /GEN=GLUD1 
/PROD=glutamate dehydrogenase 1 
/DB_XREF=gi:4885280 /UG=Hs.77508 
giuiamate aenyarogenase i 
/FL=gb:J03248.1 gb:M37154.1 
gb:M20867.1 gb:NM_005271.1 


NM_005271 




NP_005262 


200953_s_at 


0.046749 


gb:NM_001759.1 /DEF=Homo sapiens 
evelin D2 fCCND2^ mRNA 
/FEA=mRNA /GEN=CCND2 
/PROD=cyclin D2 /DB XREF=gi:4502616 
/UG=Hs.75586 cyclin D2 
/FL=gb:M90813.1 gb:D13639.1 
gb:NM_001 759.1 


NM_001759 




NP_001750 
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Accession 
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Accession 
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Protein 
Accession 
No. 


200957_s_at 


0.048741 


gb:NM_003146.1 /DEF=Homo sapiens 
structure specific recognition protein 1 
(SSRP1), mRNA. /FEA=mRNA 
/GEN=SSRP1 /PROD=structure specific 
reuoyniuon proicin i 
/DB_XREF=gi:4507240 /UG=Hs.79162 
structure specific recognition protein 1 
/FL=gb:BC005116.1 gb:M86737.1 
gb:NM_003146.1 


NM_003146 




NP_003137 


200959_at 


0.046749 


gb:NMJ)04960.1 /DEF=Homo sapiens 
fusion, derived from t(12;16) malignant 
liposarcoma (FUS), mRNA. /FEA=mRNA 
/GEN=FUS /PROD=fusion, derived from 
t(12;16) malignantliposarcoma 
/DB_XREF=gi:4826733 /UG=Hs.99969 
lubiuti, uerivea irum i\ iz, \o) maiignani 
liposarcoma /FL=gb:BC000402.1 
gb:BC002459.1 gb:NM_004960.1 


NM_004960 




NP_004951 


200982_s_at 


0.025284 


gb:NMJ)01 155.2 /DEF=Homo sapiens 
annexin A6 (ANXA6), transcript variant 

1 mDMA /CCA-mDMA /PCM-AMYAfi 

\, rTiKlNA. /rtA-ITlKNA /otN-ANAAo 

/PROD=annexin VI isoform 1 
/DB_XREF=gi:4809274 /UG=Hs. 118796 
annexin A6 /FL=gb:J03578.1 
gb:D00510.1 gb:NM_001 155.2 


NM_001155 




NP_004024 


200990_at 


0.025284 


gb:NM_005762.1 /DEF=Homo sapiens 
KRAB-associated protein 1 (TIF1B), 
mRNA. /FEA=mRNA /GEN=TIF1B 
/PROD=KRAB-associated protein 1 
/DB_XREF=gi:5032178 /UG=Hs.228059 
KRAB-associated orotein 1 
/FL=gb:BC004978.1 gb:U78773.1 
gb:U95040.1 gb:NM_005762.1 


NM_005762 




NP_005753 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


200991_s_at 


0.045316 


gb:NM_014748.1 /DEF=Homo sapiens 
KIAA0064 gene product (KIAA0064), 
mRNA. /FEA=mRNA /GEN=KIAA0064 
/rKUU-MnnUUD^ gene proauci 
/DB_XREF=gi:7661889 /UG=Hs.278569 
sorting nexin 1/ /ru— go. douuzoz4.i 
gb:BC002610.1 gb:D31764.1 
gb:NMJ)14748.1 


NM_014748 




NP_055563 


201001_s_at 


0.034721 


ubiquitin-conjugating enzyme E2 variant 1 


BG 164064 


Hs.75875 


NP_071887 


201002_s_at 


0.034721 


gb:U39361.1 /DEF=Homo sapiens DNA- 
binding protein (CROC-1B) mRNA, 
complete cds. /FEA=mRNA 
/GEN=CROC-1B /PROD=DNA-binding 
proiein /UD_Ar\tr— gi. iuoduo 1 
/UG=Hs.75875 ubiquitin-conjugating 
enzyme E2 variant 1 /FL=gb: 1)39361.1 
gb:NM_003349.2 gb:BC000468.1 


U39361 




NP_071887 


201024_x_at 


0.019292 


Consensus includes gb:BG261322 

/FEA=EST /DB_XREF=gi:12771138 

/UD_AKbr-est.buzo/oU/yrl 

/CLONE=IMAGE:4484563 

/UG=Hs. 158688 KIAA0741 gene product 

/FL=gb:AB01 8284.1 gb:AF078035.1 

gb:NM_01 5904.1 


NM_015904 




NP_056988 


201028_s_at 


0.034721 


gb:U82164.1 /DEF=Human 
transmembrane protein CD99 type II 
mRNA, complete cds. /FEA=mRNA 
/GEN=CD99 /PROD=CD99 typell 
/DB_XREF=gi:2 1 491 34 /UG=Hs. 1 77543 

aiiLiyc-ii lutn ili! icu uy iiiuiiuuiuiiai 

antibodies 12E7, F21 and 013 
/FL=gb:BC002584.1 gb:BC003147.1 
gb:M16279.1 gb:U82164.1 
gb:NM_002414.1 


U82164 




NP_002405 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201032_at 


0.046749 


gb:NM_006698.1 /DEF=Homo sapiens 
bladder cancer associated protein 
(BLCAP), mRNA. /FEA=mRNA 
/GEN=BLCAP /PROD=bladder cancer 
associaieu protein 

/DB_XREF=gi:5729737 /UG=Hs.5300 
bladder cancer associated protein 
/FL=gb:AF053470.1 gb:NM_006698.1 


NM_006698 




NP_006689 


201050_at 


0.040064 


gb:NM_012268.1 /DEF=Homo sapiens 
similar to vaccinia virus Hindlll K4L 
ORF (HU-K4), mRNA. /FEA=mRNA 
/GEN=HU-K4 /PROD=similar to vaccinia 
virus ninuin rvtL \Jt\r 
/DB_XREF=gi:71 10640 /UG=Hs.74573 
similar to vaccinia virus Hindlll K4L 
ORF /FL=gb:BC000553.1 gb:U60644.1 
gb:NMJ)12268.1 


NM_012268 




NP_036400 


201083_s_at 


0.025284 


Consensus includes gb:AA740754 

/CPA — CQT /nR YDPCT— ni-OT7QQ/1« 
/rtA-tol /UD_AKtr— gi.Z/ /yo4D 

/UD_AKtr- esLnzuoDUo.s 1 
/CLON E=l MAGE: 1 286673 /UG= Hs.80338 
KIAA0164 gene product 
/FL=gb:D79986.1 gb:NM_014739.1 


NM_014739 




NP_055554 


201085 s at 


0.028893 


SON DNA binding protein 


AA664291 


Hs.92909 


NP 620305 


201092_at 


0.034721 


gb:NM_002893.2 /DEF=Homo sapiens 
retinoblastoma-binding protein 7 
(RBBP7), mRNA. /FEA=mRNA 
/GEN=RBBP7 /PROD=retinoblastoma- 

uiiiuiiivj piuiciii f 

/DB_XREF=gi: 1 3259504 /UG=Hs.31 31 4 
retinoblastoma-binding protein 7 
/FL=gb:U35143.1 gb:NM_002893.2 


NM_002893 




NP_002884 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201113_at 


0.025284 


gb:NM_003321.1 /DEF=Homo sapiens 
Tu translation elongation factor, 
mitochondrial (TUFM), mRNA. 
/FEA=mRNA /GEN=TUFM /PROD=Tu 
translation elongation factor, 
mitochondrial /UD_XKbr -gi. 4507732 
/UO-Hs. 12084 lu translation elongation 
factor, mitochondrial /FL=gb:BC001 633.1 
gb.Nlvl_003321.1 gD.L3o995.1 


NM_003321 




NP_003312 


201133 s at 


0.046749 


KIAA0438 gene product 


AA1 42966 


Hs.279849 


NP 055634 


201142_at 


0.025284 


eukaryotic translation initiation factor 2, 
subunit 1 alpha, 35kDa 


AA577698 


Hs.151777 


NP_004085 


201143_s_at 


0.046749 


gb:BC002513.1 /DEF=Homo sapiens, 
eukaryotic translation initiation factor. 2, 
subunit 1 (alpha, 35kD ), clone 
MGC:1511, mRNA, complete cds. 
/FEA=mRNA /PROD=eukaryotic 
translation initiation factor 2, subunit 1 
(alpha, 35kD ) /DB_XREF=gi: 12803384 
/UG=Hs.151777 eukaryotic translation 
initiation factor 2, subunit 1 (alpha, 
35kD ) /FL=gb:BC002513.1 gb:J02645.1 
gb:NM_004094.1 


BC002513 




NP_004085 


201151_s_at 


0.046749 


Consensus includes gb:BF512200 
/FEA=EST /DB_XREF=gi:1 1597379 
/DB_XREF=est:UI-H-BI3-alq-d-11-0-Ul.s1 
/OLUNb-llv!A(jE.30oo22o /UG=Hs.28578 
muscleblind (Drosophila)-like 

/Fl =nh NIM 09in^ft 1 nh ARnn7ftftft 1 


NM_021038 




NP_066368 


201182_s_at 


0.03018 


chromodomain helicase DNA binding 
protein 4 


AI761771 


Hs.74441 


NP_001264 



Page 11 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201189_s_at 


0.041795 


gb:NM_002224.1 /DEF=Homo sapiens 
inositol 1,4,5-triphosphate receptor, type 
3 (ITPR3), mRNA. /FEA=mRNA 
/GEN=ITPR3 /PROD=inositol 1,4,5- 

u ifji lUofji late icucfjiui, iype ^ 

/DB_XREF=gi:4504794 /UG=Hs.77515 

inr»citr*l "1 A ^-trir^hncnhuto Tar*ar\\r\r h/no 
lliUoiLUi 1 ,*+, U-U Ipl lUopi IctLc ItrucfJlUi, vy\)rz 

3 /FL=gb:D26351.1 gb:NM_002224.1 
gb:U01062.1 


NM_002224 




NP_002215 


201191_at 


0.046651 


phosphotidylinositol transfer protein 


H 15647 


Hs.409367 


NP_006215 


201221_s_at 


0.046749 


gb:NM_003089.1 /DEF=Homo sapiens 
small nuclear ribonucleoprotein 70kD 
polypeptide (RNP antigen) (SNRP70), 
mRNA. /FEA=mRNA /GEN=SNRP70 
/PROD=small nuclear ribonucleoprotein 
70kD polypeptide(RNP antigen) 
/DB_XREF=gi:4507118 /UG=Hs. 174051 
small nuclear ribonucleoprotein 70kD 

/FL=gb:BC000342.1 gb:M22636.1 
gb:NM_003089.1 


NM_003089 




NP_003080 


201229_s_at 


0.026013 


gb:BC000422.1 /DEF=Homo sapiens, 
ariadne (Drosophila) homolog 2, clone 
MGC:8671, mRNA, complete cds. 
/FEA=mRNA /PROD=ariadne 
(Drosophila) homolog 2 
/DB XREF=aM2653306 /UG=Hs 241558 
ariadne (Drosophila) homolog 2 
/FL=gb:BC000422.1 gb:AF099149.1 
gb:NM_006321.1 gb:AF1 83427.1 


BC000422 




NP_006312 
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TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201272_at 


0.046749 


gb:NMJ)01628.1 /DEF=Homo sapiens 
aldo-keto reductase family 1, member 
B1 (aldose reductase) (AKR1B1), 
mRNA. /FEA=mRNA /GEN=AKR1B1 
/PROD=aldo-keto reductase family 1, 
member B1 (aldosereductase) 
/DB_XREF=gi:4502048 /UG=Hs.75313 
aldo-keto reductase family 1, member 
B1 (aldose reductase) 
/FL-gD.DCA) 00260.1 gb.BC005387.1 
gb:J04795.1 gb:J05017.1 gb:J05474.1 
gb:M34720.1 gb:NM_001628.1 


NM_001628 




NP_001619 


201280_s_at 


0.018222 


gb:NM_001 343.1 /DEF=Homo sapiens 
disabled (Drosophila) homolog 2 
(mitogen-responsive phosphoprotein) 
(DAB2), mRNA. /FEA=mRNA 
/GEN=DAB2 /PROD=disabled 
(Drosophila) homolog 2 
/DB_XREF=gi:4503250 /UG=Hs.81988 
disabled (Drosophila) homolog 2 
(mitogen-responsive phosphoprotein) 
/FL=gb:U39050.1 gb:U53446.1 
gb:BC003064.1 gb:NM_001 343.1 


NM_001343 




NP_001334 


201281_at 


0.046749 


gb:NM_007002.1 /DEF=Homo sapiens 
cell membrane glycoprotein, 110000M(r) 
(surface antigen) (GP110), mRNA. 
/FEA=mRNA /GEN=GP110 /PROD=cell 
membrane glycoprotein, 110000M(r) 
(surfaceantigen) /DB_XREF=gi:5901959 
/UG=Hs.90107 cell membrane 
y lyoupi uitJii i, i luuuuivi^ij ^buridcc 
antigen) /FL=gb:NM 007002.1 
gb:D64154.1 


NM_007002 




NP_783163 
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TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201299_s_at 


0.034721 


gb:NM_01 8221.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10788 
(FLJ 10788), mRNA. /FEA=mRNA 
/GEN=FLJ10788 /PROD=hypothetical 
protein FLJ10788 /DB_XREF=gi:8922670 
/Uvj-Hs.iyb4o7 hypothetical protein 
FLJ10788 /FL=gb:AB016839.1 
gb:BC003398.1 gb:NMJ)18221.1 


NM_018221 




NP_060691 


201313_at 


0.02008 


gb:NM_001975.1 /DEF=Homo sapiens 
enolase 2, (gamma, neuronal) (EN02), 
mRNA. /FEA=mRNA /GEN=EN02 
/rKuu-enoiase z, (gamma, neuronal) 
/DB_XREF=gi:5803010 /UG=Hs.146580 
enolase 2, (gamma, neuronal) 
/FL=gb:BC002745.1 gb:NM 001975.1 
gb:M22349.1 


NM_001975 




NP_001966 


201314_at 


0.03002 


gb:NM_006374.1 /DEF=Homo sapiens 
serinethreonine kinase 25 (Ste20, yeast 
homolog) (STK25), mRNA. /FEA=mRNA 
/GEN=STK25 /PROD=serinethreonine 
kinase 25 (Ste20, yeasthomolog) 

/DB XRFF=fir54'i417^ /I in=H<i 1 

/L^P Arxt-l — Lj I . <j*-r<J*r 1 i O / U O — no. 1 JUtUD 

serinethreonine kinase 25 (Ste20, yeast 
homolog) /FL=gb:D63780.1 
gb:NM 006374.1 


NM_006374 




NP_006365 
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Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201321_s_at 


0.046749 


gb:NM_003075.1 /DEF=Homo sapiens 
SWISNF related, matrix associated, 
actin dependent regulator of chromatin, 
subfamily c, member 2 (SMARCC2), 
mRNA. /FEA=mRNA /GEN=SMARCC2 
/PROD=SWISNF related, matrix 
associated, actindependent regulator of 
chromatin, subfamily c, member 2 
/DB_XREF=gi:4507080 /UG=Hs.236030 
SWISNF related, matrix associated, 
actin dependent regulator of chromatin, 
subfamily c, member 2 
/FL=gb:U66616.1 gb:NM_003075.1 


NM_003075 




NP_620706 


201388_at 


0.026842 


gb:NM_002809.1 /DEF=Homo sapiens 
proteasome (prosome, macropain) 26S 
subunit, non-ATPase, 3 (PSMD3), 
mRNA. /FEA=mRNA /GEN=PSMD3 
/PROD=proteasome (prosome, 
macropain) 26S subunit.non-ATPase, 3 
/DB_XREF=gi:4506228 /UG=Hs.9736 
proteasome (prosome, macropain) 26S 
subunit, non-ATPase, 3 
/FL=gb:BC000074.1 gb:BC004859.1 
gb:D67025.1 gb:AF091 075.1 
gb:NM_002809.1 


NM_002809 




NP_002800 


201432_at 




yu.iNivi uu i / oz. i /ucr-nornu sapiens 

catalase (CAT), mRNA. /FEA=mRNA 
/GEN=CAT /PROD=catalase 
/DB_XREF=gi:4557013 /UG=Hs.76359 
catalase /FL=gb:NM_001752.1 


Niwi nni7^9 

IN IVl UU 1 / OZ 




NP_001743 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201439_at 


0.025284 


gb:NM_004193.1 /DEF=Homo sapiens 
golgi-specific brefeldin A resistance 
factor 1 (GBF1), mRNA. /FEA=mRNA 
/GEN=GBF1 /PROD=golgi-specific 
brefeldin A resistance factor 1 
/DB_XREF=gi:4758415 /UG=Hs.155499 
golgi-specific brefeldin A resistance 
factor 1 /FL=gb:AF068755.1 
gb:NM_004193.1 


NM_004193 




NP_004184 


201458_s_at 


0.034721 


gb:NM_004725.1 /DEF=Homo sapiens 
BUB3 (budding uninhibited by 
benzimidazoles 3, yeast) homolog 
(BUB3), mRNA. /FEA=mRNA 
/GEN=BUB3 /PROD=BUB3 (budding 
uninhibited by benzimidazoles 3,yeast) 
homolog /DB_XREF=gi:4757879 
/UG=Hs.40323 BUB3 (budding 
uninhibited by benzimidazoles 3, yeast) 
homolog /FL=gb:BC005138.1 
gb:AF047472.1 gb:AF053304.1 
gb:AF081496.1 gb:NM_004725.1 


NMJ304725 




NP_004716 


201462_at 


0.028893 


gb:NM_014766.1 /DEF=Homo sapiens 
KIAA0193 gene product (KIAA0193), 

m nM A /rrA-«»OklA //~\ i — L i \y \ a a rt<(r\0 

mRNA. /FEA=mRNA /GEN=KIAA0193 
/PROD=KIAA0193 gene product 
/DB_XREF=gi:7661983 /UG=Hs.75137 
KIAA0193 gene product 
/FL=gb:D83777.1 gb:NM_014766.1 


NM_0 14766 




NP_055581 


20151 1_at 


0.036254 


gb:NMJD01087.1 /DEF=Homo sapiens 
angio-associated, migratory cell protein 
(AAMP), mRNA. /FEA=mRNA 
/GEN=AAMP /PROD=angio-associated, 

minrotAn/ roll r\ r/~\kc± i n 

rnigrdiory cen proiein 
/DB_XREF=gi:4557228 /UG=Hs.83347 
angio-associated, migratory cell protein 
/FL=gb:NM_001 087.1 gb:M95627.1 


NM_001087 




NP_001078 
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TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201516_at 


0.018023 


gb:NM_003132.1 /DEF=Homo sapiens 
spermidine synthase (oKM), ptikna. 
/FEA=mRNA /GEN=SRM 
/PROD=spermidine synthase 
/DB_XREF=gi:4507208 /UG=Hs.76244 
spermidine synthase /FL=gb:BC000309.1 
gb:NM_003132.1 gb:M34338.1 


NM_003132 




NP_003123 


201522_x_at 


0.018023 


gb:NM_003097.2 /DEF=Homo sapiens 
small nuclear ribonucleoprotein 
polypeptide N (SNRPN), transcript 
variant 1, mRNA. /FEA=mRNA 
/GEN=SNRPN /PROD=small nuclear 
ribonucleoprotein polypeptide N 
/DBJ(REF=gi: 13027651 /UG=Hs.48375 
small nuclear ribonucleoprotein 
polypeptide N /TL-gD.U4i 303.1 
gb:NM_003097.2 gb:BC003180.1 
gb:J04615.1 


NM_003097 




NP_073719 


201528 at 


0.046749 


replication protein A1, 70kDa 


BG398414 


Hs.84318 


NP 002936 


201532_at 


0.046749 


gb:NM_002788.1 /DEF=Homo sapiens 
proteasome (prosome, macropain) 
subunit, alpha type, 3 (PSMA3), mRNA. 
/FEA=mRNA /GEN=PSMA3 
/PROD=proteasome (prosome, 
macropain) subunit, alphatype, 3 
/DD_XKEF-gi. 45061 82 /UG=rlS. 1671 06 
proteasome (prosome, macropain) 
subunit, alpha type, 3 
/FL=gb:BC005265.1 gb:NM_002788.1 


NM_002788 




NP_687033 


201544 x at 


0.046749 


poly(A) binding protein, nuclear 1 


BF675004 


Hs.117176 


NP 004634 


201545_s_at 


0.034721 


gb:NM_004643.1 /DEF=Homo sapiens 
poly(A)-binding protein, nuclear 1 
(PABPN1), mRNA. /FEA=mRNA 

/flPM-DARDKH /DPOn-nnlv/A\ hinrlinn 

;oCIN— rrtDrlM 1 /rKUU- poiy^Mj-Dinuing 
protein, nuclear 1 

/DB_XREF=gi:4758875 /UG=Hs. 1 1 71 76 
poly(A)-binding protein, nuclear 1 
/FL=gb:NM_004643.1 


NM_004643 




NP_004634 
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TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201548_s_at 


0.025284 


putative DNA/chromatin binding motif 


AA729218 


Hs. 143323 


NP_006609 


201555_at 


0.034721 


gb:NM_002388.2 /DEF=Homo sapiens 
minichromosome maintenance deficient 
(S. cerevisiae) 3 (MCM3), mRNA. 
/FEA=mRNA /GEN=MCM3 
/PROD=minichromosome maintenance 
deficient (S. cerevisiae) 3 
/DB_XREF=gi:6631 094 /UG=Hs. 1 79565 
rninicnromosorne rncunienance ueTicicni 
(S. cerevisiae) 3 /FL=gb:BC001 626.1 
gb:NM_002388.2 gb:D38073.1 


NM_002388 




NP_002379 


201565_s_at 


0.034721 


gb:NM_002166.1 /DEF=Homo sapiens 
inhibitor of DNA binding 2, dominant 
negative helix-loop-helix protein (ID2), 
mRNA. /FEA=mRNA /GEN=ID2 
/PROD=inhibitor of DNA binding 2, 
dominant negativehelix-loop-helix protein 
/DB_XREF=gi:4504570 /UG=Hs.180919 
inniDiior or uimm Dinaing z, uominani 
negative helix-loop-helix protein 
/FL=gb:M97796.1 gb:NM 002166.1 
gb:D1 3891.1 


NM_002166 




NP_002157 


201572_x_jat 


0.046749 


gb:NM_001921.1 /DEF=Homo sapiens 
dCMP deaminase (DCTD), mRNA. 
/FEA=mRNA /fiFN=DnTD 

/PROD=dCMP deaminase 
/DB_XREF=gi:4503276 /UG=Hs.76894 
dCMP deaminase /FL=gb:L12136.1 
gb:NM 001921.1 


NM_001921 




NP_001912 
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TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201584_s_at 


0.018023 


gb:NM_005804.1 /DEF=Homo sapiens 
nuclear RNA helicase, DECD variant of 
DEAD box family .(DDXL), mRNA. 
/FEA=mRNA /GEN=DDXL 
/PROD=nuclear RNA helicase, DECD 
variant of DEAD boxfamily 
/DB_XREF=gi:5031658 /UG=Hs. 1 79606 
nuciear kna neiicase, utuu variant ot 
DEAD box family /FL=gb:BC001 009.1 

/ik*l \Qf\AOCZ. A nk-MM ClCiCLQCXA A 


NM_005804 




NP_620551 


201606_s_at 


0.046749 


nuclear phosphoprotein similar to S. 
cerevisiae PWP1 


BE796924 


Hs. 172589 


NP_008993 


201608_s_at 


0.046749 


gb:NM_007062.1 /DEF=Homo sapiens 
nuclear phosphoprotein similar to S. 
cerevisiae PWP1 (PWP1), mRNA. 
/FEA=mRNA /GEN=PWP1 
/PROD=nuclear phosphoprotein similar 
to S. cerevisiaePWPI 

/Ub_AKbr--gi.oyUzUoo /Uo-rlS. 1 72589 
nuclear phosphoprotein similar to S. 
cerevisiae PWP1 /FL=gb:BC001652.1 
gb:L07758.1 gb:NM_007062.1 


NM_007062 




NP_008993 


201613_s_at 


0.046749 


gb:BC000519.1 /DEF=Homo sapiens, 
RuvB (E coli homolog)-like 1, clone 
MGC:8557, mRNA, complete cds. 
/FEA=mRNA /PROD=RuvB (E coli 
homolog)-like 1 /DB_XREF=gi: 12653494 
/UG=Hs.272822 RuvB (E coli homolog)- 
like 1 /FL =nbBC000S1Q 1 
gb:BC002993.1 gb:AB012122.1 
gb:AF070735.1 gb:AF099084.1 
gb:NM 003707.1 


BC000519 
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Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201623_s_at 


0.046749 


gb:BC000629.1 /DEF=Homo sapiens, 
Similar to aspartyl-tRNA synthetase, 
clone MGC:1562, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to aspartyl- 
ir\iN/A synineiase 

/DB_XREF=gi:12653688 /UG=Hs.80758 
aspartyl-tRNA synthetase 
/FL=gb:BC000629.1 gb:J05032.1 
gb:NM_001 349.1 


BC000629 




NP_001340 


201630_s_at 


0.046749 


gb:NM_004300.1 /DEF=Homo sapiens 
acid phosphatase 1, soluble (ACP1), 
transcript variant a, mRNA. /FEA=mRNA 
/GEN=ACP1 /PROD=acid phosphatase 1 
isoTorm a /UD_Ar\tr— gi.*wD/ f \o 
/UG=Hs.75393 acid phosphatase 1, 
soluble /FL=gb:M83653.1 

yD.iNlvl_UU*fOUU. I 


NM_004300 




NP_808222 


201633_s_at 


0.027792 


cytochrome b5 outer mitochondrial 
membrane precursor 


AW235051 


Hs.381218 


NP_085056 


201635_s_at 


0.018222 


fragile X mental retardation, autosomal 
homolog 1 


AI990766 


Hs.82712 


NP_005078 


201647_s_at 


0.046749 


gb:NM_005506.1 /DEF=Homo sapiens 
CD36 antigen (collagen type I receptor, 
thrombospondin receptor)-like 2 
(lysosomal integral membrane protein II) 
(CD36L2), mRNA. /FEA=mRNA 
/GEN=CD36L2 /PROD=CD36 antigen 
(collagen type I receptor.thrombospondin 
receptor)-like 2 (lysosomal 
integralmembrane protein II) 
/DB_XREF=gi:5031630 /UG=Hs.323567 
CD36 antigen (collagen type I receptor, 

thrornhn^nnnriin rprpntnrVlik'p 9 

li ii \ji 1 1 uuo|jui mil i i cut yj iu \ j 1 1 r\c c- 

(lysosomal integral membrane protein II) 
/FL=gb:D1 2676.1 gb:NM_005506.1 


NM_005506 




NP_005497 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201649_at 


0.034721 


gb:NM_004223.1 /DEF=Homo sapiens 
ubiquitin-conjugating enzyme E2L 6 
(UBE2L6), mRNA. /FEA=mRNA 
/GEN=UBE2L6 /PROD=ubiquitin- 
conjugating enzyme E2L 6 
/DB_XREF=gi:4759281 /UG=Hs. 169895 
ubiquitin-conjugating enzyme E2L 6 
/FL=gb:AF031 141.1 gb:AF061736.1 
gb:NM_004223.1 


NM_004223 




NP_004214 


201661_s_at 


0.034721 


gb:NM_004457.2 /DEF=Homo sapiens 
fatty-acid-Coenzyme A ligase, long-chain 
3 (FACL3), mRNA. /FEA=mRNA 
/GEN=FACL3 /PROD=long-chain fatty- 
acid-Coenzyme A ligase 3 
/UD_AKtr— gi.izoDyyu/ /Uo— ns.zoouiz 
fatty-acid-Coenzyme A ligase, long-chain 
3 /FL=gb:NM_004457.2 gb:D89053.1 
gb:AF1 16690.1 


NM_004457 




NP_004448 


201680_x_at 


0.046749 


gb:NM-01 5908.1 /DEF=Homo sapiens 
arsenate resistance protein ARS2 
(ARS2), mRNA. /FEA=mRNA 
/GEN=ARS2 /PROD=arsenate resistance 
protein ARo2 /DD_XRcr-gi. 7706237 
/UG-Hs.1 1 1801 arsenate resistance 
protein ARS2 /FL-gb.DC0000o2.1 
gb:AF082871.1 gb:NM_015908.1 


NM_015908 




NP_056992 


201683 x at 


0.038017 


KIAA0737 gene product 


BE783632 


Hs. 194035 


NP 055643 


201690 s at 


0.049425 


tumor protein D52 


BE974098 


Hs.2384 


NP 005070 


201697_s_at 


0.025284 


gb:NM_001 379.1 /DEF=Homo sapiens 
DNA (cytosine-5-)-methyltransferase 1 
(DNMT1), mRNA. /FEA=mRNA 
/btiN-UNM 1 1 /rKuu-UNA (cytosine-o-j- 
it lcinyiuansierase i 
/DB_XREF=gi:4503350 /UG=Hs.77462 
DNA (cytosine-5-)-methyltransferase 1 
/FL=gb:NM_001 379.1 


NM_001379 




NP_001370 


201711 x at 


0.025284 


RAN binding protein 2 


AI681120 


Hs.179825 


NP 006258 
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Gene 
Identifier 


p-value 


Description 


Accession 
No. 


1 Ininano 
UlliycNt; 

Accession 
No. 


Protein 
Accession 
No. 


201720_s_at 


0.034721 


Lysosomal-associated multispanning 
membrane protein-5 


AI589086 


Hs.79356 


NP_006753 


201728 s at 


0.018693 


KIAA0100 gene product 


AA904674 


Hs.151761 




201739_at 


0.046749 


gb:NM_005627.1 /DEF=Homo sapiens 
serumglucocorticoid regulated kinase 
(SGK), mRNA. /FEA=mRNA /GEN=SGK 
/PROD=serumglucocorticoid regulated 
kinase /DB_XREF=gi:5032090 
/LKj-ris.29bo23 serurnglucocorticoid 
regulated kinase /FL=gb:BC001 263.1 
gb:NM_005627.1 gb:AF153609.1 


NM_005627 




NP_005618 


201748_s_at 


0.036254 


gb:NM_002967.1 /DEF=Homo sapiens 
scaffold attachment factor B (SAFB), 
mRNA. /FEA=mRNA /GEN=SAFB 
/rKuu-scaTToia attacnmeni racior d 
/DB_XREF=gi:4506778 /UG=Hs.23978 
scaffold attachment factor B 
/FL=gb:U72355.1 gb:NM_002967.1 


NM_002967 




NP_002958 


201775_s_at 


0.046749 


Consensus includes gb:AA676790 
/FEA=EST /DB_XREF=gi:2657312 
/DD_ARcr-eSt.Z|o4n12.Sl 
/CLONE=IMAGE:455111 /UG=Hs.62515 
KIAA0494 gene product 
/FL=gb:BC002525.1 gb:AB007963.1 
gb:NMJ)14774.1 


AK001487 




NP_055589 


201853_s_at 


0.018023 


gb:NM_021 873.1 /DEF=Homo sapiens 
cell division cycle 25B (CDC25B), 
transcript variant 3, mRNA. /FEA=mRNA 

/f^FKI— mP9^R /PRnn— rail Hi\/icir»n 

cycle 25B, isoform 3 
/DB_XREF=gi:1 1641412 /UG=Hs.153752 
cell division cycle 25B 
/FL=gb:NM_021873.1 


NM_021873 




NP_068660 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201856_s_at 


0.034721 


gb:BC000376.1 /DEF=Homo sapiens, 
clone MGC:8379, mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown (protein 
for MGC:8379) /DB_XREF=gi: 1265321 6 

ii 1 m _ AT1ELAQ y i_ _ _ _ — Um.mmUm.-^m.a.m.Im 

/UG-Hs. 173518 M-phase phosphoprotem 
homolog /FL=gb:BC000376.1 
gb:BC000746.1 gb:AF100742.1 
gb:NM_016107.1 


BC000376 






201858_s_at 


0.034721 


gb:J03223.1 /DEF=Human secretory 
granule proteoglycan peptide core 
mRNA, complete cds. /FtA-mRNA 
/GEN=PRG1 /DB_XREF=gi:190419 
/UG-Hs.1908 proteoglycan 1, secretory 
granule /FL=gb:J03223.1 
gb:NM_002727.1 


J03223 




NP_002718 


201861_s_at 


0.018023 


leucine rich repeat (in FLU) interacting 
protein 1 


BF965566 


Hs.326159 


NP_004726 


201878_at 


0.046749 


Consensus includes gb:N25546 
/FEA=EST /DB_XREF=gi: 1139894 
/DB_XREF=est:yx76e05.s1 
/CLONE=IMAGE. 267680 /UG=Hs. 181461 
ariadne (Drosophila) homolog, ubiquitin- 
conjugating enzyme E2-binding protein, 
1 /FL=gb:AF072832.1 gb:NM_005744.2 


NM_005744 




NP_005735 


201879_at 


0.034721 


Consensus includes gb:AI694332 
/FEA=EST /DB_XREF=gi:4971672 
/DB_XREF=est:wd45e1 1 .x1 

/(■rLVJINC— IIVIMoC^OO 1 1 ID 

/UG=Hs.181461 ariadne (Drosophila) 
homolog, ubiquitin-conjugating enzyme 
E2-binding protein, 1 /FL=gb:AF072832.1 
gb:NM_005744.2 


NM_005744 




NP_005735 
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Unigene 
Accession 
No. 


Protein 
Accession 
No. 


201883_s_at 


0.049425 


gb:D29805.1 /DEF=Human mRNA for 
beta-1 ,4-galactosyltransferase, complete 
cds. /FEA=mRNA /PROD=beta-1 ,4- 
galactosyltransferase 
/DB_XREF=gi:474986 /UG=Hs. 198248 

I inP f^ol hotaf^lnM Ar* hoto 1 A 

ULJn-oai.ueiaoiciNMC Dcia i,*r~ 
galactosyltransferase, polypeptide 1 
/FL=gb:NMJ)01497.1 gb:D29805.1 


D29805 




NP_001488 


201888_s_at 


0.034721 


gb:U81379.3 /DEF=Homo sapiens 
interleukin-13 receptor mRNA, complete 
cds. /FEA=mRNA /PROD=interleukin-13 

lCtyC|JlUl / L/ LJ Ar\ur — Ul.OOr UOOU 

/UG=Hs.285115 interleukin 13 receptor, 
alpha 1 /FL=gb:NM 001560.1 
gb:U81379.3 


U81379 




NP_001551 


201953_at 


0.046749 


gb:NM_006384.2 7DEF=Homo sapiens 
calcium and integrin binding protein 
(DNA-dependent protein kinase 
interacting protein) (SIP2-28), mRNA. 
/FEA=mRNA /GEN=SIP2-28 
/PROD=calcium and integrin binding 
protein /DB_XREF=gi:9951921 
AJG=Hs. 10803 calcium and integrin 
binding protein (DNA-dependent protein 
Kinase interacting protein; 
/FL=abBC000846 1 abU83236 1 
gb:U82226.1 gb:U85611.1 
gb:NM_006384.2 


NM_006384 




NP_006375 


201959 s at 


0.026013 


KIAA0916 protein 


AA488899 


Hs.151411 


NP 055872 
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No. 


Protein 
Accession 
No. 


201967_at 


0.046749 


gb:NM_005777.1 /DEF=Homo sapiens 
RNA binding motif protein 6 (RBM6), 
mRNA. /FEA=mRNA /GEN=RBM6 
/PROD=RNA binding motif protein 6 
/DB_XREF=gi:5032032 /UG=Hs. 1 73993 
rxiNM uiiiuiny mouT protein o 
/FL=gb:AF042857.1 gb:AF069517.1 
gb:U50839.1 gb:AF091264.1 
gb:NM_005777.1 


NMJ305777 




NP_005768 


201980_s_at 


0.046749 


gb:NM_01 2425.2 /DEF=Homo sapiens 
Ras suppressor protein 1 (RSU1), 
mRNA. /FEA=mRNA /GEN=RSU1 

/PRnHzrac ci innroccr\r nrnfoin 1 

/rr\uu-ido ouppicboUf piuiciii i 

/DB_XREF=gi: 10800408 /UG=Hs.75551 
Homo sapiens Ras suppressor protein 
1 (RSU1), mRNA /FL=gb:NM_012425.2 


NM_012425 




NP_036557 


201992_s_at 


0.025284 


gb:NM_004521.1 /DEF=Homo sapiens 
kinesin family member 5B (KIF5B), 
rnr\iNM. / r c/a— rn r\ in m /ociN-MrOD 
/PROD=kinesin family member 5B 

/HR YDCC- n\- A~7 R&C\A7 /I He i/lO/tQR 
/UD^AKtzr— gi.4f OOOHf /Uo— ns.l4y4oo 

kinesin family member 5B 
/FL=gb:NMJ)04521.1 


NM_004521 




NP_004512 


201996_s_at 


0.019292 


SMART/HDAC1 associated repressor 
protein 


AL524033 


Hs. 184245 


NP_055816 


201998_at 


0.034721 


sialyltransferase 1 (beta-galactoside alpha- 
2,6-sialytransferase) 


AI743792 


Hs.374528 


NP_775324 



Page 25 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 
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No. 
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Accession 
No. 


Protein 
Accession 
No. 


202000_at 


0.034721 


gb:BC002772.1 /DEF=Homo sapiens, 
NADH dehydrogenase (ubiquinone) 1 
alpha subcomplex, 6 (14kD, B14), clone 
MGC:3686, mRNA, complete cds. 
/FEA=mRNA /PROD=NADH 
dehydrogenase (ubiquinone) 1 
alphasubcomplex, 6 (14kD, B14) 
/DB_XREF=gi: 12803858 /UG=Hs.274416 
iNiAUn aenyarogenase (uoiquinone) i 
alpha subcomplex, 6 (14kD, B14) 
/FL=gb:BC002772.1 gb:AF047182.1 
gb:NM_002490.1 


BC002772 




NP_002481 


202028_s_at 


0.046749 


Consensus includes gb:BC000603.1 
/DEF=Homo sapiens, ribosomal protein 
L38, clone MGC:1637, mRNA, complete 
cus. /r tM— mKiMM iv riDOSomai 
nrotein L ^8 /DB XRFF=nM?fi^fi44 
/UG=Hs.2017 ribosomal protein L38 
/FL=gb:BC000603.1 gb:NM_000999.1 


BC000603 




NP_000990 


202073 at 


0.018023 


optineurin 


AV757675 


Hs.278898 


NP 068815 
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Accession 
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Accession 
No. 


Protein 
Accession 
No. 


202074_s_at 


0.040064 


gb:NM_021980.1 /DEF=Homo sapiens 
tumor necrosis factor alpha-inducible 
cellular protein containing leucine zipper 
domains; Huntingtin interacting protein 
L; transcrption factor IIIA-interacting 
protein (FIP2), mRNA. /FEA=mRNA 
/GEN=FIP2 /PROD=tumor necrosis 
factor alpha-inducible cellularprotein 
containing leucine zipper domains; 
Huntingtininteracting protein L; 
transcrption factorlllA-interacting protein 
/DB_XREF=gi:1 1415041 /UG=Hs.278898 
tumor necrosis factor alpha-inducible 
cellular protein containing leucine zipper 
domains; Huntingtin interacting protein 
L; transcrption factor IIIA-interacting 
proiein /rL- gD.iNivi_uz iyou. i 


NM_021980 




NPJD68815 


202118 s at 


0.034721 


copine III 


AA541758 


Hs.14158 


NP 003900 


202136 at 


0.025284 


adenovirus 5 E1A binding protein 


BE250417 


Hs.301449 


NP 006615 


202138x_at 


0.018023 


gb:NM_006303.2 /DEF=Homo sapiens 

l~T~\ 1 4 nsrnA I l~T\ / -1 \ rv^ DMA /CCA mDKIA 

j i vi gene (jivi), itikna. /rtA— itikna 
/GEN=JTV1 /PROD=JTV1 
/DB_XREF=gi: 1 1 1 25769 /UG=Hs.301 61 3 
JTV1 gene /FL=gb:NM_006303.2 
gb:U24169.1 gb:BC002853.1 


NM_006303 




NP_006294 


202147_s_at 


0.046749 


gb:NM_001550.1 /DEF=Homo sapiens 
interferon-related developmental regulator 
1 (IFRD1), mRNA. /FEA=mRNA 
/GEN=IFRD1 /PROD=interferon-related 

UcVclupi I lei Udl IcyUldLUI I 

/DB_XREF=gi:4504606 /UG=Hs.7879 
interferon-related developmental regulator 
1 /FL=gb:BC001272.1 gb:NM_001 550.1 


NM_001550 




NP_001541 
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No. 
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No. 


Protein 
Accession 
No. 


202151_s_at 


0.027239 


gb:NM_016172.1 /DEF=Homo sapiens 
putative glialblastoma cell differentiation- 
related (GDBR1), mRNA. /FEA=mRNA 
/GEN=GDBR1 /PROD=putative 
glialblastoma celldifferentiation-related 
protein /UD_AKtr-gi.//uoooU 
/UG=Hs.9194 putative glialblastoma cell 
aiTTerentiation-reiatea /r L-go. DOUU4yb ( . i 
gb:AF176796.1 gb:NM_016172.1 


NM_016172 




NP_057256 


202156_s_at 


0.046749 


CUG triplet repeat, RNA binding protein 2 


N36839 


Hs.211610 


NP_006552 


202161_at 


0.018222 


gb:NM_002741.1 /DEF=Homo sapiens 
protein kinase C-like 1 (PRKCL1), 

mDMA /CCA-mDMA /PCM-DDl^PI A 

mKINA. /rtA-nriKNA /ofclN-rKrvOL 1 

/PROD=protein kinase C-like 1 
/DB_XREF=gi:4506072 /UG=Hs.2499 
protein kinase C-like 1 /FL=gb:U33053.1 
gb:NM_002741.1 gb:D26181.1 


NM_002741 




NP_002732 


202166_s_at 


0.025284 


gb:NM_006241.1 /DEF=Homo sapiens 
protein phosphatase 1, regulatory 
(inhibitor) subunit 2 (PPP1R2), mRNA. 
/FEA=mRNA /GEN=PPP1R2 
/PROD=protein phosphatase 1, 
regulatory (inhibitor)subunit 2 
/DB_XREF=gi:5453945 /UG=Hs.267819 
protein phosphatase 1, regulatory 
(inhibitor) subunit 2 
/FL=gb:NMJ506241.1 


NM_006241 




NP_006232 


202171_at 


0.025284 


Consensus includes gb:AU146275 

/FFA=F9T /DR XRFF=nM 1 fin77Qfi 

irt.n-C.0 1 /LSD AixCr — y 1 . 1 1 UU / i zJO 

/DB_XRE F=est: AU 1 46275 
/CLONE=HEMBB1 000004 /UG=Hs.6557 
zinc finger protein 161 /FL=gb:D28118.1 
gb:NM_007146.1 


NM_007146 




NP_009077 
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Protein 
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No. 


202207_at 


0.046749 


Consensus includes gb:BG435404 
/FEA=EST /DB_XREF=gi: 13341 910 
/DB_XREF=est:602507678F1 ! 
/OLUNb-IMAljb.4oUDUbb 
/UG=Hs.1 11554 ADP-ribosylation factor- 
like 7 /FL=gb:BC001051.1 
gb:AB0 1681 1.1 gb:NM_005737.2 


NM_005737 




NP_005728 


202208_s_at 


0.018222 


gb:BC001051.1 /DEF=Homo sapiens, 
ADP-ribosylation factor-like 7, clone 
MGC:1575, mRNA, complete cds. 
/FEA=mRNA /PROD=ADP-ribosylation 
factor-like 7 /DB_XREF=gi: 12654450 
/Uo-Hs.nioo4 AUr-riDosyiation tactor- 
like 7 /FL=gb:BC001051.1 
gb:AB016811.1 gb:NM_005737.2 


BC001051 




NP_005728 


202216_x_at 


0.036254 


gb:BC005003.1 /DEF=Homo sapiens, 
nuclear transcription factor Y, gamma, 
clone MGC:792, mRNA, complete cds. 
/FEA=mRNA /PROD=nuclear 
transcription factor Y, gamma 
/DB_XREF=gi: 1 3436472 /UG=Hs. 1 681 57 
nuclear transcription factor Y, gamma 
/FL=gb:NM_014223.2 gb:D85425.1 
gb:BC005003.1 gb:D89986.1 


BC005003 




NP_055038 


202220_at 


0.034721 


gb:NM_01 4949.1 /DEF=Homo sapiens 
KIAA0907 protein (KIAA0907), mRNA. 

/ 1 Cn~ f 1 1 r\IN/A /OCIN-rxInnUyU ( 

/PROD=KIAA0907 protein 
/DB_XREF=gi:7662371 /UG=Hs.24656 
KIAA0907 protein /FL=gb:AB020714.1 
gb:NM_014949.1 


NM_014949 




NP_055764 
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No. 


202230_s_at 


0.046749 


gb:NM_006387.2 /DEF=Homo sapiens 
protein with polyglutamine repeat; 
calcium (ca2+) homeostasis 
endoplasmic reticulum protein 
(ERPROT213-21), mRNA. /FEA=mRNA 
/GEN=ERPROT213-21 /PROD=protein 
with polyglutamine repeat; calcium(ca2+) 
homeostasis endoplasmic reticulum 
protein /DB_XREF=gi: 11055968 
/UG=Hs.6430 protein with polyglutamine 
repeat; calcium (ca2+) homeostasis 
endoplasmic reticulum protein 

/PI -nh l IQAft^fc 9 nh-MM nnR^R7 9 

/rL- g u.uy*fooD.^ gu.iNivi uuooo / .z 


NM_006387 




NP_006378 


202265_at 


0.025284 


gb:NM_005180.1 /DEF=Homo sapiens 
murine leukemia viral (bmi-1) oncogene 
homolog (BMI1), mRNA. /FEA=mRNA 
/GEN=BMI1 /PROD=murine leukemia 
virai (umi- 1 ) oncogene nomoiog 
/DB_XREF=gi:4885094 /UG=Hs.431 
murine leukemia viral (bmi-1) oncogene 

hrtmnlrtn /PI -nh l 1 Q^QQ 1 

nomoiog /ri_— gD.L loooy. i 
gb:NMJD05180.1 


NM_005180 




NP_005171 


202301_s_at 


0.025284 


hypothetical protein FLJ11021 similar to 
splicing factor, arginine/serine-rich 4 


BE396879 


Hs.81648 


NP_075388 


202369_s_at 


0.027792 


gb:NM_012288.1 /DEF=Homo sapiens 
TRAM-like protein (KIAA0057), mRNA. 
/FFA=mRNA /GFN=KIAA00 l v7 
/PROD=TRAM-like protein 
/DB_XREF=gi:6912449 /UG=Hs.1 53954 
TRAM-like protein /FL=gb:D31 762.1 
gb:NM_01 2288.1 


NM_0 12288 




NP_036420 
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202378_s_at 


0.049425 


gb:NM_017526.1 /DEF=Homo sapiens 
leptin receptor gene-related protein 
(HSOBRGRP), mRNA. /FEA=mRNA 
/GEN=HSOBRGRP /PROD=leptin 
recepior gene-reiaiea proiein 
/DB_XREF=gi:8923784 /UG=Hs.23581 
leptin receptor gene-related protein 
/FL=gb:NM_017526.1 


NM_017526 




NP_059996 


202393_s_at 


0.046749 


gb:NM_005655.1 /DEF=Homo sapiens 
TGFB inducible early growth response 
(TIEG), mRNA. /FEA=mRNA 
/GEN=TIEG /PROD=TGFB inducible 
eany growin response 
/DB_XREF=gi:5032176 AJG=Hs.82173 
TGFB inducible early growth response 
/FL=gb:U21847.1 gb:NM_005655.1 


NM_005655 




NP_005646 


202426_s_at 


0.018023 


Consensus includes gb:BE675800 

tec a —cot" /p\d ydcc-«; -mnocoyn 
/rcA-bb 1 /UD_AKbr-gi. 1 UUobo4 1 

/DB_XREF=est:7f16c05.x1 

/OLUNb-IMAob.ozy4o*i4 /U(j-HS.zUUo4 

retinoid X receptor, alpha 
/FL=gb:NM_002957.2 


NM_002957 




NP_002948 


202438_x_at 


0.034721 


iduronate 2-sulfatase (Hunter syndrome) 


BF346014 


Hs. 172458 




202439_s_at 


0.034721 


gb:NM_000202.2 /DEF=Homo sapiens 
iduronate 2-sulfatase (Hunter syndrome) 
(IDS), transcript variant 1, mRNA. 
/FEA=mRNA /GEN=IDS 
/PROD=iduronate-2-sulfatase isoform a 
nrprnr«;or /DR XRFF^i^fiO^IS 

/UG=Hs. 172458 iduronate 2-sulfatase 
(Hunter syndrome) /FL=gb:M58342.1 
gb:NM 000202.2 


NM_000202 




NP_006114 
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20246 1_at 


0.046749 


gb:NM_014239.1 /DEF=Homo sapiens 
eukaryotic translation initiation factor 2B, 
subunit 2 (beta, 39kD) (EIF2B2), 
mRNA. /FEA=mRNA /GEN=EIF2B2 
/PROD=eukaryotic translation initiation 
factor 2B,subunit 2 (beta, 39kD) 
/DB_XREF=gi:7657057 /UG=Hs. 170001 i 
eukaryotic translation initiation factor 2B, 
suDunit £ (ueta, oyKU; 
/FL=gb:BC000494.1 gb:BC003165.1 
gb:AF035280.1 gb:NM_014239.1 


NM_014239 




NP_055054 


202466_at 


0.034721 


gb:NM_006999.2 /DEF=Homo sapiens 
topoisomerase-related function protein 4- 
1 (TRF4), mRNA. /FEA=mRNA 
/GEN=TRF4 /PROD=topoisomerase- 
related function protein 4-1 
/UD_Ar\tr- gi.ooo i i \*\ ns.zzoyo I 
topoisomerase-related function protein 4- 
1 /FL=gb:AB005754.3 gb:NM_006999.2 


NM_006999 




NP_008930 


202491_s_at 


0.018023 


gb:NM_003640.1 /DEF=Homo sapiens 
inhibitor of kappa light polypeptide gene 
enhancer in B-cells, kinase complex- 
associated protein (IKBKAP), mRNA. 
/FEA=mRNA /GEN=IKBKAP 
/PROD=inhibitor of kappa light 
polypeptide geneenhancer in B-cells, 
kinase complex-associated protein 
/DB_XREF=gi:4504628 /UG=Hs.31323 
inhibitor of kappa light polypeptide gene 
enhancer in B-celte kina^p romnlpy- 
associated protein /FL=gb:AF1 5341 9.2 
gb:AF044195.1 gb:NM_003640.1 


NM_003640 




NP_003631 
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20251 5_at 


0.046749 


Consensus includes gb:BG251175 I 

/FEA=EST /DB_XREF=gi: 12760991 

/Ub_AKbr-est.DUzob4yozM 

/CLONE=IMAGE:4473165 

/UG=Hs. 154294 discs, large (Drosophila) 

homolog 1 /FL=gb:NM 004087.1 

gb:U1 3896.1 


NM_004087 




NP_004078 


202524_s_at 


0.018023 


gb:NM_014767.1 /DEF=Homo sapiens 
KIAA0275 gene product (KIAA0275), 

rv^DKIA /CCA-mDMA CTM l/IA AA17C 

mRNA. /FEA-mKNA /GcN-KIAAU275 
/PROD=KIAA0275 gene product 
/DB_XREF=gi:7662035 /UG=Hs.74583 
KIAA0275 gene product 
/FL=gb:D87465.1 gb:NM_0 14767.1 


NM_014767 




NP_055582 


202526_at 


0.034721 


Consensus includes gb:U44378.1 
/DEF=Human homozygous deletion 
target in pancreatic carcinoma (DPC4) 
mRNA, complete cds. /FEA=mRNA 
/GEN=DPC4 /PROD=Dpc4 
/DB_XREF=gi:1 163233 /UG=Hs.75862 
MAD (mothers against decapentaplegic, 
Drosophila) homolog 4 /FL=gb.U4437o.1 
gb:BC002379.1 gb:NM_005359.1 


U44378 




NP_005350 


202548_s_at 


0.025284 


gb:NM_003899.1 /DEF=Homo sapiens 
PAK-interacting exchange factor beta 
(P85SPR), mRNA. /FEA=mRNA 
/GEN=P85SPR /PROD=PAK-interacting 
exchange factor beta 

/DD_XKbr-gi. 4505572 /U(j-HS. 1 7zo1 o 

PAK-interacting exchange factor beta 
/(-L-gD.Ubd47b.1 gb.NM_00oo99.1 


NM_003899 




NP_663788 


202554_s_at 


0.042466 


glutathione S-transferase M3 (brain) 


AL527430 


Hs.2006 


NP_000840 


202559 x at 


0.023856 


DKFZP547E1 010 protein 


AW005776 


Hs.323817 


NP 056422 
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202561_at 


0.018023 


Consensus includes gb:AF07Q613.1 
/DEF=Homo sapiens clone 24585 
mRNA sequence. /FEA=mRNA 

/Ub_AKtr— gi.ooo/ yyo /Ub- MS. i o io14 

tankyrase, TRF1 -interacting ankyrin- 
related ADP-ribose polymerase 
/FL=gb:AF082556.1 gb:NM_003747.1 


AF070613 




NP_003738 


202621_at 


0.046749 


gb:NM_001 571.1 /DEF=Homo sapiens 
interferon regulatory factor 3 (IRF3), 

m DMA /CCA-mDMA /PCM-IDCO 

I71KNA. /rtA-ITIKNA /bbN- IKro 

/PROD=interferon regulatory factor 3 
/DB_XREF=gi:4504724 /UG=Hs.75254 
interferon regulatory factor 3 
/FL=gb:NM_001571.1 


NM_001571 




NP_001562 


202642_s_at 


0.034721 


gb:NM_003496.1 /DEF=Homo sapiens 
transformationtranscription domain- 
associated protein (TRRAP), mRNA. 
/FEA=mRNA /GEN=TRRAP 
/PROD=transformationtranscription 
domain-associatedprotein 
/DB_XREF=gi:4507690 /UG=Hs.203952 
transformationtranscription domain- 
associated protein /FL=gb:AF076974.1 
gb:NM_003496.1 


NM_003496 




NP_003487 


202687_s_at 


0.046749 


gb:U57059.1 /DEF=Homo sapiens Apo-2 
ligand mRNA, complete cds. 

/FFA=mRMA /PRDn=Ann-9 linanrl 

/DB_XREF=gi: 1336207 /UG=Hs.83429 
tumor necrosis factor (ligand) 
superfamily, member 10 
/FL=gb:U37518.1 gb:U57059.1 
gb:NM 003810.1 


U57059 




NP_003801 



Page 34 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


202747_s_at 


0.018693 


gb:NM_004867.1 /DEF=Homo sapiens 
integral membrane protein 2A (ITM2A), 
mRNA. /FEA=mRNA /GEN=ITM2A 
/PROD=integral membrane protein 2A 

integral membrane protein 2A 

/PI — nh- APfi^ftQ^^ 1 nh-MM nn>1Pft7 1 
/rL- yD.MrUOOyOo. I gDJNIVI_ULKtOOf . I 


NM_004867 




NP_004858 


202759_s_at 


0.026842 


A kinase (PRKA) anchor protein 2 


BE879367 


Hs.42322 


NP_671492 


202771_at 


0.026013 


gb:NM_014745.1 /DEF=Homo sapiens 
KIAA0233 gene product (KIAA0233), 

mRMA /PPA-mRNA /f^PM-k'l A A09^^ 

in ixInm. /rcM— mrviNM /o tz in— rxiMMUZ oo 
/PROD=KIAA0233 gene product 
/DB_XREF=gi:7662013 /UG=Hs.79077 
KIAA0233 gene product 
/FL=gb:D87071.1 gb:NMJ)14745.1 


NM_014745 




NP_055560 


202775_s_at 


0.034721 


gb:NM_004592.1 /DEF=Homo sapiens 
splicing factor, arginineserine-rich 8 
(suppressor-of-white-apricot, Drosophila 
homolog) (SFRS8), mRNA. /FEA=mRNA 
/GEN=SFRS8 /PROD=splicing factor, 
arginineserine-rich 8(suppressor-of-white- 
apricot, Drosophila homolog) 
/DB_XREF=gi:4759101 /UG=Hs.84229 
splicing factor, arginineserine-rich 8 
(suppressor-of-white-apricot, Drosophila 

hnmnlnrh /Fl =nh NIM 1 
gb:U08377.1 


NM_004592 




NP_689421 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


202780_at 


0.035763 


gb:NM_000436.1 /DEF=Homo sapiens 3- 
oxoacid CoA transferase (OXCT), 
nuclear gene encoding mitochondrial 
protein, mRNA. /FEA=mRNA 

/btN-UAU 1 /rKUU-o-OXOaClu L/OA 

transferase precursor 
/DB_XREF=gi:4557816 /UG=Hs.177584 
3-oxoacid CoA transferase 
/FL=gb:U62961.1 gb:NM_000436.1 


NM_000436 




NP_000427 


202786_at 


0.046749 


gb:NM_01 3233.1 /DEF=Homo sapiens 
Ste-20 related kinase (SPAK), mRNA. 
/FEA=mRNA /GEN=SPAK /PROD=Ste- 
zu reiatea Kinase /UD__AKtr— gi./u iyo4z 
/UG=Hs. 199263 Ste-20 related kinase 
/FL=gb:AF01 7635.1 gb:AF099989.1 
gb:AF030403.1 gb:NM_013233.1 


NM_013233 




NP_037365 


202787_s_at 


0.034721 


gb:U43784.1 /DEF=Human mitogen 
activated protein kinase activated 
protein kinase-3 mRNA, complete cds. 
/FEA=mRNA /PROD=mitogen activated 
protein kinase activatedprotein kinase-3 
/DB_XREF=gi:1256004 AJG=Hs.227789 
mitogen-activated protein kinase- 
acttvated protein kinase 3 
/FL=gb:U09578.1 gb:U43784.1 

gD.bUUUIbOZ.1 gD.NM_UU4bo0.1 


U43784 




NP_004626 


202822_at 


0.025284 


LIM domain containing preferred 
translocation partner in lipoma 


AL044018 


Hs. 180398 


NP_005569 


202900_s_at 


0.028893 


gb:NM_002532.2 /DEF=Homo sapiens 
nucleoporin 88kD (NUP88), mRNA. 

/i IZr\ — llli\IN/"\ /OIIIM-INUrOO 

/PROD=nucleoporin 88kD 
/DB_XREF=gi:5729954 /UG=Hs. 1 721 08 
nucleoporin 88kD /FL=gb:BC000335.1 
gb:NM_002532.2 


NM_002532 




NP_002523 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


202902_s_at 


0.025284 


gb:NM_004079.1 /DEF=Homo sapiens 
cathepsin S (CTSS), mRNA. 

/CPA— mDMA /fiCM-PTQC 

/PROD=cathepsin S 
/DB_XREF=gi:4758097 /UG=Hs. 1 81 301 
cathepsin S /FL=gb:BC002642.1 
gb:M86553.1 gb:NM_004079.1 
gb:M90696.1 


NM_004079 




NP_004070 


20291 7_s_at 


0.034721 


gb:NM_002964.2 /DEF=Homo sapiens 
S100 calcium-binding protein A8 
(calgranulin A) (S100A8), mRNA. 

/rtA- iTiKInA /otIN— o IUUAO 

/PROD=S100 calcium-binding protein A8 
/DB_XREF=gi:984551 9 /UG=Hs. 1 00000 
S100 calcium-binding protein A8 
(calgranulin A) /FL=gb:NM_002964.2 


NM_002964 




NP_002955 


202943_s_at 


0.046749 


gb:M38083.1 /DEF=Human alpha-N- 
acetylgalactosaminidase mRNA, 
complete cds. /FEA=mRNA 
/PROD=alpha-N-acetylgalactosaminidase 

/Ub_AKtr- gi. ioyU04 /Ub-nS./OOfZ IN- 

acetylgalactosaminidase, alpha- 
/FL=gb:BC000095,1 gb:M62783.1 
gb:M38083.1 gb:NM_000262.1 


M38083 




NP_000253 


202962_at 


0.036254 


gb:NM_015254.1 /DEF=Homo sapiens 
kinesin family member 13B (KIF13B), 
mRNA. /FEA=mRNA /GEN=KIF13B 
/rKUU-Kinesin tamily member lob 
/DB_XREF=gi: 1 31 941 96 /UG=Hs. 1 571 1 

r\lllt?olll Idifllly lllcMIUd IOD 

/FL=gb:AL583912.1 gb:NM_015254.1 
gb:AF279865.1 


NM_015254 




NP_056069 


202975_s_at 


0.019657 


Rho-related BTB domain containing 3 


N21138 


Hs. 10432 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


203007_x_at 


0.018023 


gb:AF077198.1 /DEF=Homo sapiens 
lysophospholipase mRNA, complete cds. 
/FEA=mRNA /PROD=lysophospholipase 
/DB_XREF=gi:4679009 /UG=Hs. 1 2540 
lysopnospnonpase i /rL- gD.Mruo izo 1. 1 
gb:AF077198.1 gb:NM_006330.1 
gb:AF291 053.1 


AF077198 




NPJD06321 


203026_at 


0.018023 


gb:NM_014872.1 /DEF=Homo sapiens 
KIAA0354 gene product (KIAA0354), 

mDMA /CCA-mDMA /i^CM- \f\ A A AQC/l 
rnKfNM. /r tM- iTiKINA /otN— i\l/V\UoD4 

/PROD=KIAA0354 gene product 
/DB_XREF=gi:7662073 /UG=Hs.3682 
KIAA0354 gene product 
/FL=gb:AB002352.1 gb:NM_01 4872.1 


NM_014872 




NP_055687 


203062_s_at 


0.018023 


gb:NM_014641.1 /DEF=Homo sapiens 
KIAA0170 gene product (KIAA0170), 

rrtDMA /CTA-mDMA /prKI-l/IAAni7ft 

mKINA. /rtA-mKIMA /<jtN-l\IAAUl /U 

/PROD=KIAA0170 gene product 
/DB_XREF=gi:7661965 /UG=Hs.277585 
KIAA0170 gene product 
/FL=gb:D79992.1 gb:NM_0 1464 1.1 


NM_014641 




NP_055456 


203082_at 


0.018023 


gb:NM_014753.1 /DEF=Homo sapiens 
KIAA0187 gene product (KIAA0187), 

m DMA /CCA-mDMA /PCM-l/IA AniQ7 

/PROD=KIAA0187 gene product 
/DB_XREF=gi:7661979 /UG=Hs.10848 
KIAA0187 gene product 
/FL=gb:D80009.1 gb:NM_014753.1 


NM_014753 




NP_055568 


203159_at 


0.034721 


gb:NM_014905.1 /DEF=Homo sapiens 
glutaminase (GLS), mRNA. /FEA=mRNA 
/btiN-bLo /rKuu-giuiaminase u 

/ UD_Ar\Lr "~y I. 1 / /UO - noxOJ? I 05? 

glutaminase /FL=gb:AF327434.1 
gb:AB020645.1 gb:AF097493.1 
gb:AF223943.1 gb:NM_014905.1 


NM_014905 




NP_055720 


203164 at 


0.025284 


acetyl-Coenzyme A transporter 


BE464756 


Hs.285176 


NP 004724 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


203181 x at 


0.036254 


SFRS protein kinase 2 


AW1 49364 


Hs.78353 


NP 003129 


203184_at 


0.034721 


gb:NM_001 999.2 /DEF=Homo sapiens 
fibrillin 2 (congenital contractural 
arachnodactyly) (FBN2), mRNA. 
/FEA=mRNA /GEN=FBN2 /PROD=fibrillin 

^ /UD_AKLh-gi.4/oo1oo /UU-nS.7943z 

fibrillin 2 (congenital contractural 
arachnodactyly) /FL=gb:U03272.1 
gb:NM_001999.2 


NM_001999 




NP_001990 


203189_s_at 


0.046651 


gb:NM_002496.1 /DEF=Homo sapiens 
NADH dehydrogenase (ubiquinone) Fe-S 
protein 8 (23kD) (NADH-coenzyme Q 
reductase) (NDUFS8), mRNA. 
/FEA=mRNA /GEN=NDUFS8 
/PROD=NADH dehydrogenase 
(ubiquinone) Fe-S protein 8(23kD) 
(NADH-coenzyme Q reductase) 
/DB_XREF=gi:4505370 /UG=Hs.90443 
NADH dehydrogenase (ubiquinone) Fe-S 
protein o'(zoKU) (NAUH-coenzyme U 
reductase) /FL=gb:U65579.1 
gb:NM_002496.1 


NM_002496 




NP_002487 


20321 7_s_at 


0.025284 


gb:NMJ303896.1 /DEF=Homo sapiens 
sialyltransferase 9 (CMP- 
NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) 
(SIAT9), mRNA. /FEA=mRNA 
/GEN=SIAT9 /PROD=sialyltransferase 9 
(CMP-NeuAc:lactosylceramidealpha-2,3- 
sialyltransferase; GM3 synthase) 
/DB_XREF=gi:4506954 /UG=Hs.225939 
sialyltransferase 9 (CMP- 
NeuAc:lactosylceramide alpha-2,3- 

oiciiy in ai loici doc, oivio oyiuiidbcj 

/FL=gb:AB01 8356.1 gb:NM 003896.1 
gb:AF1 19415.1 


NM_003896 




NP_003887 
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No. 
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Protein 
Accession 
No. 


203262_s_at 


0.025284 


gb:NM_004699.1 /DEF=Homo sapiens 
DNA segment on chromosome X 
(unique) 9928 expressed sequence 
(DXS9928E), mRNA. /FEA=mRNA 
/GEN=DXS9928E /PROD=XAP-5 protein 
/DB_XREF=gi:4758219 /UG=Hs.54277 
DNA segment on chromosome X 
(unique) 9928 expressed sequence 
/FL=gb:BC000028.1 gb:D83260.1 
gbAD001530.1 gb:NM_004699.1 


NM_004699 




NP_004690 


203281_s_at 


0.035763 


gb:NM_003335.1 /DEF=Homo sapiens 
ubiquitin-activating enzyme E1-like 
(UBE1L), mRNA. /FEA=mRNA 
/GEN=UBE1 L /PROD=ubiquitin-activating 
enzyme t: i-iiKe /UD^AKtr- gi.40Uf /oo 
/UG=Hs. 1 6695 ubiquitin-activating 
enzyme E1-like /FL=gb:NM 003335.1 
gb:L13852.1 


NM_003335 




NP_003326 


20331 4_at 


0.034721 


gb:NM_012227.1 /DEF=Homo sapiens 
Pseudoautosomal GTP-binding protein- 
like (PGPL), mRNA. /FEA=mRNA 
/GEN=PGPL /PROD=Pseudoautosomal 
GTP-binding protein-likeprotein 

/DR XRFF=nifiQ19^87 /I If^-Wc 101 

Pseudoautosomal GTP-binding protein- 
like /FL=gb:NM_012227.1 


NM_012227 




NP_036359 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


203338_at 


0.034721 


gb:NM_006246.1 /DEF=Homo sapiens 
protein phosphatase 2, regulatory 
subunit B (B56), epsilon isoform 
(PPP2R5E), mRNA. /FEA=mRNA 
/GEN=PPP2R5E /PROD=protein 
phosphatase 2, regulatory subunit 
B(B56) f epsilon isoform 
/DB_XREF=gi:5453955 /UG=Hs. 173328 
protein phosphatase 2, regulatory 
subunit B (B56), epsilon isoform 
/FL=gb:L76703.1 gb:NM_006246.1 


NM_006246 




NP_006237 


203375_s_at 


0.046749 


gb:NM_003291.1 /DEF=Homo sapiens 
tripeptidyl peptidase II (TPP2), mRNA. 
/FEA=mRNA /GtN=TPP2 
/PROD=tripeptidyl peptidase II 
/DB_XREF=gi:4507656 /UG=Hs.1117 
tripeptidyl peptidase II /FL=gb:M73047.1 
gb:NM_003291.1 


NM_003291 




NP_003282 


203377_s_at 


0.018222 


gb:NM_015891.1 /DEF=Homo sapiens 
pre-mRNA splicing factor (PRP17), 
mRNA. /FEA=mRNA /GEN=PRP17 
/PROD=pre-mRNA splicing factor 
/DB_XREF=gi:7706656 /UG=Hs.116674 
pre-mRNA splicing factor 17 
/FL=gb:AF038392.1 gb:AF061241.1 
gD.iMivi_uiooyi .1 


NM_015891 




NP_056975 


203434_s_at 


0.046749 


membrane metallo-endopeptidase (neutral 
endopeptidase, enkephalinase, CALLA, 
CD10) 


AI433463 


Hs.1298 


NP_009220 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


203504_s_at 


0.046749 


gb:NM_005502.1 /DEF=Homo sapiens 
ATP-binding cassette, sub-family A 
(ABC1), member 1 (ABCA1), mRNA. 
/FEA=mRNA /GEN=ABCA1 /PROD=ATP- 
binding cassette, sub-family A member 

1 /UD_AKcr-gi.5ylobo7 
/UG=Hs.211562 ATP-binding cassette, 
sub-family A (ABC1), member 1 
/FL=gb:AF165281.1 gb:NM_005502.1 
gb:AF285167.1 


NM_005502 




NP_005493 


20351 5_s_at 


0.049425 


gb:NM_006556.1 /DEF=Homo sapiens 
phosphomevalonate kinase (PMVK), 
mRNA. /FEA=mRNA /GEN=PMVK 
/PROD=phosphomevalonate kinase 
/Ub_AKbr~gi.D/zyy/y /Uo-ns.ouyo4 
phosphomevalonate kinase 
/FL=gb:L77213.1 gb:NM_006556.1 


NM_006556 




NP_006547 


203531 at 


0.046749 


cullin 5 


BF435809 


Hs.101299 




203600_s_at 


0.018023 


gb:NM_003704.1 /DEF=Homo sapiens 
gene with multiple splice variants near 
HD locus on 4p16.3 (RES4-22), mRNA. 
/FEA=mRNA /GEN=RES4-22 
/PROD=gene with multiple splice 
variants near HD locuson 4p16.3 
/DB_XREF=gi:4506480 /UG=Hs.325987 
gene with multiple splice variants near 
HD locus on 4p16.3 /FL=gb:AB000459.1 
gb:NM_003704.1 


NM_003704 




NP_003695 


203660_s_at 


0.045316 


gb:NM_006031.1 /DEF=Homo sapiens 

/GEN=PCNT /PROD=pericentrin 
/DB_XREF=gi:51 74478 /UG=Hs. 15896 
pericentrin /FL=gb:U52962.1 
gb:NM_006031.1 


NM_006031 




NP_006022 
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Unigene 
Accession 
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Protein 
Accession 
No. 


20371 1_s_at 


0.035763 


gb:NM_014362.1 /DEF=Homo sapiens 3- 
hydroxyisobutyryl-Coenzyme A hydrolase 
(HIBCH), mRNA. /FEA=mRNA 
/GEN=HIBCH /PROD=3-hydroxyisobutyryl- 
Coenzyme A hydrolase 

o-nyuroxyisoDUiyryi-ooenzyrne m 

gb:U66669.1 gb:NM_014362.1 


NM_014362 




NP_055177 


203738 at 


0.046749 


hypothetical protein FLJ11193 


AI421192 


Hs. 151 046 


NP 060826 


203742 s at 


0.036254 


thymine-DNA glycosylase 


BF674842 


Hs. 173824 




203788_s_at 


0.018023 


sema domain, immunoglobulin domain 
(Ig), short basic domain, secreted, 
(semaphorin) 3C 


AI962897 


Hs.171921 


NP_006370 


203793_x_at 


0.042466 


gb:NMJ)07144.1 /DEF=Homo sapiens 
zinc finger protein 144 (Mel-18) 
(ZNF144), mRNA. /FEA=mRNA 

protein 144 (Mel-18) 

/uD_Ar\cr- yi.ouuoyoo /uu-ns. lo^fooy 

zinc finger protein 144 (Mel-18) 

/FL=gb:BC004858.1 gb:D13969.1 

gb:NM__007144.1 


NM_007144 




NP_009075 


20381 7_at 


0.034721 


guanylate cyclase 1, soluble, beta 3 


W93728 


Hs.77890 


NP_000848 


203828_s_at 


0.02008 


gb:NM_004221.1 /DEF=Homo sapiens 
natural killer cell transcript 4 (NK4), 
mRNA. /FEA=mRNA /GEN=NK4 
/PROD=natural killpr rpll trancrrint A 
/DB_XREF=gi:4758811 /UG=Hs.943 
natural killer cell transcript 4 
/FL=gb:M59807.1 gb:NM_004221.1 


NM_004221 




NP_004212 
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Protein 
Accession 
No. 


203832_at 


0.046749 


gb:NM_003095.1 /DEF=Homo sapiens 
small nuclear ribonucleoprotein 
polypeptide F (SNRPF), mRNA. 
/FEA=mRNA /GEN=SNRPF 
/PROD=small nuclear ribonucleoprotein 

nnlvnpntirlp F /DR XRFF=ni\4^n71 10 

/UG=Hs.105465 small nuclear 

1 IUUI lUUitrUfJI Uloll i puiy (JcpilUc r 

/FL=gb:BC002505.1 gb:NMJ)03095.1 


NM_003095 




NP_003086 


203843_at 


0.046749 


ribosomal protein S6 kinase, 90kDa, 
polypeptide 3 


AA906056 


Hs. 173965 


NP_004577 


203864_s_at 


0.036254 


gb:NM_001 103.1 /DEF=Homo sapiens 

/FEA=mRNA /GEN=ACTN2 
/PROD=actinin, alpha 2 
/DB_XREF=gi:4501892 /UG=Hs.83672 
actinin, alpha 2 /FL=gb:M86406.1 
gb:NM_001 103.1 


NM_001103 




NP_001094 


203888_at 


0.019292 


gb:NM_000361.1 /DEF=Homo sapiens 
thrombomodulin (THBD), mRNA. 

/FFA=mRMA /^FM-TMRn 

/PROD=thrombomodulin 
/DB_XREF=gi:4507482 /UG=Hs.2030 
thrombomodulin /FL=gb:M1 6552.1 
gb:NM_000361.1 


NM_000361 




NP_000352 


203893_at 


0.046749 


gb:NM_01 6283.1 /DEF=Homo sapiens 
adrenal gland protein AD-004 
(LOC51578), mRNA. /FEA=mRNA 

/C^FNI=I OP51S7ft /PRnn=aHrpnal nlanri 

/V3LIN-LUU J I J f O /"rxwLJ— dUICllal yldilU 

protein AD-004 /DB_XREF=gi:7706211 
/UG=Hs.279586 adrenal gland protein 

AD-004 /Fl =nb AF1*S1RQ^ 1 
gb:AF1 10777.1 gb:NM_01 6283.1 


NM_016283 




NP_057367 


203922_s_at 


0 034721 


cvtochrome b-245 beta oolvDeotide 
(chronic granulomatous disease) 


AI308863 


Hs 88974 


NP_000388 


203975_s_at 


0.042057 


chromatin assembly factor 1, subunit A 
(P150) 


BF000239 


Hs.79018 


NP_005474 


203981_s_at 


0.028893 


ATP-binding cassette, sub-family D (ALD), 
member 4 


AL574660 


Hs.94395 


NP_064731 
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204020_at 


0.025284 


purine-rich element binding protein A 


BF739943 


Hs.29117 


NP_005850 


204021_s_at 


0.041795 


gb:NM_005859.1 /DEF=Homo sapiens 
purine-rich element binding protein A 
(PURA), mRNA. /FEA=mRNA 
/GEN=PURA /PROD=purine-rich element 

UlllUllly piUldil r\ /UD_^Ar\Cr - Lj I.OUoZUUO 

/UG=Hs.29117 purine-rich element 
binding protein A /FL=gb:M96684.1 
gb:NM_005859.1 


NM_005859 




NP_005850 


204023_at 


0.018023 


gb:NM_002916.1 /DEF=Homo sapiens 
replication factor C (activator 1) 4 
(37kD) (RFC4), mRNA. /FEA=mRNA 
/GEN=RFC4 /PROD=replication factor C 

^aonvaiui i j *t ^ J / r\i_/y 

/DB_XREF=gi:4506490 /UG=Hs.35120 
replication factor C (activator 1) 4 
(37kD) /FL=gb:M87339.1 
gb:NM_002916.1 


NM_002916 




NP_002907 


204055_s_at 


0.038017 


gb:NM_005930.1 /DEF=Homo sapiens 
meningioma expressed antigen 6 (coiled 
coil proline-rich) (MGEA6), mRNA. 
/FEA=mRNA /GEN=MGEA6 
/PROD=meningioma expressed antigen 
6 (coiled-coilproline-rich) 

/nR YRFF-ni ^174^0 /I If^-Hc 1 1 79/19 
/UD_Ar\Lr-yi.j 1 / *fODU /UO-no. 1 1 / 

meningioma expressed antigen 6 (coiled- 

r*nil n m lino rir»h^ /PI — nhrl \QA~7Rf\ 1 
OUM pi Ulli ltr-i \L,\\) /rL-gD.UyH / OU. I 

gb:NM_005930.1 


NM_005930 




NP_005921 


204057_at 


0.046749 


interferon consensus sequence binding 
protein 1 


AI073984 


Hs. 14453 


NP_002154 


204060_s_at 


0.025284 


gb:NM_005044.1 /DEF=Homo sapiens 
Drotein kinase X-linked iPRKX) mRNA 

yj 1 \J lw III lx 1 1 Iwlwv j #x III! 1 \ V—* \Ji 11 I % 1 \/ »#| 1 1 M \l 1/ \i 

/FEA=mRNA /GEN=PRKX 
/PROD=protein kinase, X-linked 
/DB_XREF=gi:4826947 /UG=Hs. 1 47996 
protein kinase, X-linked 
/FL=gb:NM_005044.1 


NM_005044 




NP_005035 



Page 45 of 186 



TABLE 3L - 


Gene List Correspondinq to Fiqure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204061 _at 


0.025284 


gb:NM_005044.1 /DEF=Homo sapiens 

prOlclM Mlldbc, A-IINKcu |rni\Aj, llliMNrt. 

/FEA=mRNA /GEN=PRKX 
/PROD=protein kinase, X-linked 
/DB_XREF=gi:4826947 /UG=Hs. 147996 
protein kinase, X-linked 
/FL=gb:NM_005044.1 


NM_005044 




NP_005035 


204070_at 


0.018023 


gb:NM_004585.2 /DEF=Homo sapiens 
retinoic acid receptor responder 
(tazarotene induced) 3 (RARRES3), 
mRNA. /FEA=mRNA /GEN=RARRES3 
/PROD=retinoic acid receptor responder 
(tazaroteneinduced) 3 

/L/D_y^r\izr — y i.ouv? iooo / uo-no. i f *tuo 

retinoic acid receptor responder 
(tazarotene induced) 3 
/FL=gb:AF060228.1 gb:AF092922.1 
gb:NM_004585.2 gb:AB030815.1 j 


NM_004585 




NP_004576 


20408 1_at 


0.034721 


gb:NMJ306176.1 /DEF=Homo sapiens 
neurogranin (protein kinase C substrate, 
RC3) (NRGN), mRNA. /FEA=mRNA 
/GEN=NRGN /PROD=neurogranin 
/UD_Ar\cr— gi.o^oo f yy /uo-ns.zDwH 
neurogranin (protein kinase C substrate, 
RC3) /FL=gb:BC002835.1 gb:U89165.1 
gb:NM_006176.1 


NM_006176 




NP_006167 


204109_s_at 


0.034721 


gb:NM_002505.2 /DEF=Homo sapiens 
nuclear transcription factor Y, alpha 
(NFYA), transcript variant 1, mRNA. 
/FEA=mRNA /GEN=NFYA 
/PROD=nuclear transcription factor Y, 
abha isoforml /DB XREF=aM 1496975 

OI|JI ICJ , IOUI villi 1 / L/ LJ /XI \ I — 1 Ml. 1 1 iwuv 1 \s 

/UG=Hs.797 nuclear transcription factor 
Y, alpha /FL=gb:NM_002505.2 
gb:M59079.1 


NM_002505 




NP_068351 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204151_x_at 


0.026842 


gb:NM_001 353.2 /DEF=Homo sapiens 
aldo-keto reductase family 1, member 
C1 (dihydrodiol dehydrogenase 1; 20- 
alpha (3-alpha)-hydroxysteroid 
dehydrogenase) (AKR1C1), mRNA. 
/FEA=mRNA /GEN=AKR1C1 
/PROD=aldo-keto reductase family 1, 
member C1 (dihydrodiol dehydrogenase 
1; 20-alpha(3-alpha)-hydroxysteroid 
dehydrogenase) /DB_XREF=gi:5453542 
/UG=Hs.306098 aldo-keto reductase 
family 1, member C1 (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)- 
hydroxysteroid dehydrogenase) 

/PI -nh-l \ClRf&A 1 nh'MM nn*1^*V* 9 

gb:M86609.1 


NM_001353 




NP_001344 


204153_s_at 


0.046749 


gb:NM_002405.1 /DEF=Homo sapiens 
manic fringe (Drosophila) homolog 
(MFNG), mRNA. /FEA=mRNA 
/GEN=MFNG /PROD=manic fringe 
(urosopnnaj nomoiog 
/DB_XREF=gi:4505158 /UG=Hs.31939 
manic fringe (Drosophila) homolog 
/FL=gb:U94352.1 gb:NM_002405.1 


NM_002405 




NP_002396 


204184_s_at 


0.040064 


gb:NM_005160.2 /DEF=Homo sapiens 
adrenergic, beta, receptor kinase 2 
(ADRBK2), mRNA. /FEA=mRNA 

receptor kinase 2 

/DB_XREF=gi:61 38972 /UG=Hs. 13944 
adrenergic, beta, receptor kinase 2 
/FL=gb:NM_005160.2 


NM_005160 




NP_005151 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204190_at 


0.046749 


gb:NM_005800.1 /DEF=Homo sapiens 

mRNA. /FEA=mRNA /GEN=D13S106E 
/PROD=highly charged protein 
/DB_XREF=gi:5031648 /UG=Hs.1 51236 
highly charged protein 
/FL=gb:NM_005800.1 


NM_005800 




NP_005791 


204197_s_at 


0.018023 


gb:NM_004350.1 /DEF=Homo sapiens 
runt-related transcription factor 3 
(RUNX3), mRNA. /FEA=mRNA 

/f^PM — Rl IMY7 /PRPin-runt rolotorl 

/ocin— r\uiNAO /" r\^ju— runi-reiaieu 
Transcription Tacior o 
/DB_XREF=gi:475791 7 /UG=Hs. 1 7001 9 
ruiH-icidicci iranocnpuun iduiur o 
/FL=gb:NM_004350.1 


NM_004350 




NP_004341 


204198 s at 


0.034721 


runt-related transcription factor 3 


AA541630 


Hs. 17001 9 


NP 004341 


204275_at 


0.018222 


small optic lobes homolog (Drosophila) 


AI796687 


Hs.55836 


NP_005623 


20433 1_s_at 


0.045316 


gb:NM_021 107.1 /DEF=Homo sapiens 
mitochondrial ribosomal protein S12 
(MRPS12), mRNA. /FEA=mRNA 
/otiN— iviKno i c. /r kl/U— mnocnonanai 
ribosomal protein S12 
/DB_XREF=gi: 11 056055 AJG=Hs.9964 
mitochondrial ribosomal protein S12 
/FL=gb:NMJ)21107.1 


NM_021107 




NP_203527 


204346_s_at 


0.026013 


gb:NM_007182.2 /DEF=Homo sapiens 
Ras association (RalGDSAF-6) domain 
family 1 (RASSF1), mRNA. 
/FEA=mRNA /GEN=RASSF1 
/PROD=Ras association (RalGDSAF-6) 
domain family 1 /DB_XREF=gi:9256633 

(RalGDSAF-6) domain family 1 
/FL=gb:AF061 836.1 gb:AF1 32676.1 
gb:AF040703.2 gb:NM 007182.2 


NM_007182 




NP_733835 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204352_at 


0.040064 


gb:NM_004619.1 /DEF=Homo sapiens 
TNF receptor-associated factor 5 
(TRAF5), mRNA. /FEA=mRNA 
/GEN=TRAF5 /PROD=TNF receptor- 

aooUOidlCU laOLUI \J 

/DB_XREF=gi: 1 1 321 602 /UG=Hs.29736 
TNF receptor-associated factor 5 
/FL=gb:NM_004619.1 gb:AB000509.1 


NM_004619 




NP_665702 


204355_at 


0.026842 


gb:NM_014966.1 /DEF=Homo sapiens 
KIAA0890 protein (KIAA0890), mRNA. 
/PFA=mRMA /rtFN=KIAAf)ftCin 

/PROD=KIAA0890 protein 
/DB_XREF=gi:7662361 /UG=Hs.323462 
KIAA0890 protein /FL=gb:AB020697.1 
gb:NM_01 4966.1 


NM_014966 




NP_619520 


204369_at 


0.046749 


gb:NM_006218.1 /DEF=Homo sapiens 
phosphoinositide-3-kinase, catalytic, 
alpha polypeptide (PIK3CA), mRNA. 
/FEA=mRNA /GEN=PIK3CA 
/PROD=phosphoinositide-3-kinase, 
catalytic, alphapolypeptide 

/nR XRFF=ni-^4*ttftQ1 /I in-Hc ft^7H1 
/ U/D_/\r\C.i — yl.Q*t\JOOv7 I /UO-mo.Oj / U 1 

phosphoinositide-3-kinase, catalytic, 
alpha polypeptide /FL=gb:U79143.1 
gb:NM_006218.1 


NM_006218 




NP_006209 


204383_at 


0.042466 


gb:NM_022719.1 /DEF=Homo sapiens 
DiGeorge syndrome critical region gene 
DGSI (DGSI), mRNA. /FEA=mRNA 
/GEN=DGSI /PROD=DiGeorge syndrome 
critical region gene DGSI protein 
/DB_XREF=gi: 1 3027629 /UG=Hs.1 54879 
DiGeorge syndrome critical region gene 
DGSI /FL=gb:NM_022719.1 


NM_022719 




NP_073210 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204396_s_at 


0.046749 


gb:NM_005308.1 /DEF=Homo sapiens G 
protein-coupled receptor kinase 5 
(GPRK5), mRNA. /FEA=mRNA 
/GEN=GPRK5 /PROD=G protein-coupled 
receptor kinase 5 

/DB_XREF=gi:4885348 /UG=Hs.21 1569 
G protein-coupled receptor kinase 5 
/FL=gb:L1 5388.1 gb:NM_005308.1 


NM_005308 




NP_005299 


204403_x_at 


0.040064 


gb:NM_014719.1 /DEF=Homo sapiens 
KIAA0738 gene product (KIAA0738), 
mRNA. /FEA=mRNA /GEN=KIAA0738 
/PROD=KIAA0738 aene Droduct 
/DB_XREF=gi:7662275 /UG=Hs. 1 07479 
KIAA0738 gene product 
/FL=gb:AB018281.1 gb:NM_014719.1 


NM_014719 




NP_055534 


204481_at 


0.034721 


gb:NM_004634.1 /DEF=Homo sapiens 
bromodomain and PHD finger 
containing, 1 (BRPF1), mRNA. 
/FEA=mRNA /GEN=BRPF1 
/PROn=hrnrTinHnrnpin-pnntaininn nmtpin 

/i » \v«/ \s ui ui i iuuui i id 1 1 i^ui nan in ly p i \J ic \ 1 1 

/DB_XREF=gi:4757865 /UG=Hs.1004 
bromodomain and PHD finger 
containing, 1 /FL=gb:M91585.1 
gb:NM_004634.1 


NM_004634 




NP_004625 


204490_s_at 


0.025284 


gb:M24915.1 /DEF=Human CDw44 
antigen, complete cds. /FEA=mRNA 
/DB_XREF=gi:180196 /UG=Hs.169610 
CD44 antigen (homing function and 
Indian blood group system) 
/FL=gb:NM_000610.1 gb:U40373.1 
gb:M59040.1 gb:M24915.1 


M24915 




NP_000601 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204493_at 


0.034721 


gb:NM_001 196.1 /DEF=Homo sapiens 
BH3 interacting domain death agonist 
(BID), mRNA. /FEA=mRNA /GEN=BID 
/PROD=BH3 interacting domain death 
aaonist /DB XREF=ai4557360 
/UG=Hs. 172894 BH3 interacting domain 
death agonist /FL=gb:AF042083.1 
gb:NM_001 196.1 


NM_001196 




NP_001187 


204524_at 


0.045316 


gb:NM_002613.1 /DEF=Homo sapiens 3- 
phosphoinositide dependent protein 
kinase-1 (PDPK1), mRNA. /FEA=mRNA 
/GEN=PDPK1 /PROD=3-phosphoinositide 
dependent protein kinase-1 
/DB_XREF=gi:4505694 /UG=Hs. 1 54729 
3-DhosDhoino^itidp dpnpnripnt nrotpin 
kinase-1 /FL=gb:AF01 7995.1 
ab'NM 002613 1 


NM_002613 




NP_002604 


204529_s_at 


0.025284 


thymus high mobility group box protein 
TOX 


AI961231 


Hs. 184297 


NP_055544 


204549_at 


0.025284 


gb:NM_014002.1 /DEF=Homo sapiens 
IKK-related kinase epsilon; inducible 
IkappaB kinase (IKKE), mRNA. 
/FEA=mRNA /GEN=IKKE /PROD=IKK- 
related kinase epsilon 
/DB_XREF=gi:7661945 /UG=Hs.321045 
IKK-related kinase eosilon" inducible 

• 1 X 1 X 1 X^ 1 W4 WX* X* 1 XI 1 • \A W X^ \* w 1 1 X*/ 1 1 | 111 \A \A \J 1 9>m/ 1 x^ 

IkappaB kinase /FL=gb:D63485.1 
gb:AB016590.1 gb:AF241789.1 
gb:NM_014002.1 


NM_014002 




NP_054721 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


20461 0_s_at 


0.018693 


gb:NM_006848.1 /DEF=Homo sapiens 
hepatitis delta antigen-interacting protein 
A (DIPA), mRNA. /FEA=mRNA 
/GEN=DIPA /PROD=hepatitis delta 

antinpn-intpra^tinn nrntpin A 

/DB_XREF=gi:5803004 /UG=Hs.66713 
hepatitis delta antigen-interacting protein 
A /FL=gb:U63825.1 gb:NM_006848.1 


NM_006848 




NP_006839 


20461 7_s_at 


0.025293 


gb:NM_022914.1 /DEF=Homo sapiens 
hypothetical protein 24432 (24432), 
mRNA /FFA=mRNA /C5FN=?44^? 

/PROD=hypothetical protein 24432 
/DB_XREF=gi: 12597658 /UG=Hs.78019 
hypothetical protein 24432 
/FL=gb:NM_022914.1 


NM_022914 




NP_075065 


204622_x_at 


0.034317 


gb:NM_006186.1 /DEF=Homo sapiens 
nuclear receptor subfamily 4, group A, 
member 2 (NR4A2), mRNA. 
/FEA=mRNA /GEN=NR4A2 

/ptDf~SP\— p» i i^laor ror'ontnr ci ihfamiK/ A 
/r r\UU _ IIUL.lcdl ICUCpiUI oUUIcJIMIly 

group A, member 2 
/DB_XREF=gi:5453821 /UG=Hs.82120 
nuclear receptor subfamily 4, group A, 
member 2 /FL=gb:NM_006186.1 


NM_006186 




NP_775265 


204639_at 


0.040064 


gb:NM_000022.1 /DEF=Homo sapiens 
adenosine deaminase (ADA), mRNA. 
/FEA=mRNA /GEN=ADA 
/PROD=adenosine deaminase 
/DB_XREF=gi:4557248 /UG=Hs.1217 
adenosine deaminase /FL=gb:K02567.1 
gb:NM_000022.1 


NM_000022 




NP_000013 
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Accession 
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Unigene 
Accession 
No. 


Protein 
Accession 
No. 


204655_at i 


0.018023 


gb:NM_002985.1 /DEF=Homo sapiens 
small inducible cytokine A5 (RANTES) 
(SCYA5), mRNA. /FEA=mRNA 
/GEN=SCYA5 /PROD=small inducible 
cytokine A5 (RANTES) 
/DB_XREF=gi:4506846 /UG=Hs.241392 
small indurihlp rvtnkinp AS ^RANTES^ 
/FL=gb:AF043341.1 gb:M21121.1 
gb:NM_002985.1 gb:AF266753.1 


NM_002985 




NP_002976 


204683_at 


0.025284 


gb:NM_000873.2 /DEF=Homo sapiens 
intercellular adhesion molecule 2 
(ICAM2), mRNA. /FEA=mRNA 
/GEN=ICAM2 /PROD=intercellular 
adhesion molecule 2 orecursor 
/DB_XREF=gi: 12545398 /UG=Hs.83733 
intercellular adhesion molecule 2 
/FL=gb:NM_000873.2 gb:BC003097.1 


NM_000873 




NP_000864 


204698_at 


0.034721 


gb:NM_002201.2 /DEF=Homo sapiens 
interferon stimulated gene (20kD) 
(ISG20), mRNA. /FEA=mRNA 
/GEN=ISG20 /PROD=interferon 

Qtimi ilatprl npnp ^9fikD\ 

oLM I lUlalCU y CI IC ^t.Ur\L/ J 

/DB_XREF=gi:6857799 /UG=Hs. 1 83487 
interferon stimulated gene (20kD) 


NM_002201 




NP_002192 


204699_s_at 


0.022752 


novel putative protein similar to YIL091C 
yeast hypothetical 84 kD protein from 
SGA1-KTR7 


N30910 


Hs. 194754 


NP_055203 


20471 8_at 


0.045316 


gb:NM_004445.1 /DEF=Homo sapiens 

EphB6 (EPHB6) mRNA. /FEA=mRNA 

/GEN=EPHB6 /PROD=EphB6 

/DB XREF=gi:4758291 /UG=Hs.3796 

EphB6 /FL=gb:D83492.1 

gb:NM_004445.1 


NM_004445 




NP_004436 
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204731_at 


0.018023 


gb:NM_003243.1 /DEF=Homo sapiens 
transforming growth factor, beta 
receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA. /FEA=mRNA 
/GEN=TGFBR3 /PROD=transforming 
growth factor, beta receptor 
lll(betaglycan, 300kD) 
/DB_XREF=gi:4507470 /UG=Hs.79059 
transforming growth factor, beta 
receptor III (betaglycan, 300kD) 
/FL=gb:NM_003243.1 gb:L07594.1 


NM_003243 




NP_003234 


204788_s_at 


0.018023 


gb:NM_000309.1 /DEF=Homo sapiens 
protoporphyrinogen oxidase (PPOX), 
mRNA. /FEA=mRNA /GEN=PPOX 
/rKuu- proioporpnynnogen oxiuase 
/DB_XREF=gi:4506000 /UG=Hs. 1 0001 6 
protoporphyrinogen oxidase 
/FL=gb:NM_000309.1 gb:D38537.1 


NM_000309 




NP_000300 


204791 _at 


0.018023 


gb:NM_003297.1 /DEF=Homo sapiens 
nuclear receptor subfamily 2, group C, 
member 1 (NR2C1), mRNA. 
/FEA=mRNA /GEN=NR2C1 
/PROD=nuclear receptor subfamily 2, 
group L/, iTisrnDsr i 
/DB_XREF=gi:4507672 /UG=Hs. 108301 
nuclear receptor subfamily 2, group C, 
member 1 /FL=gb:M29960.1 
gb:NM 003297.1 


NM_003297 




NP_003288 
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Protein 
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20481 1_s_at 


0.021876 


gb:NM_006030.1 /DEF=Homo sapiens 
calcium channel, voltage-dependent, 
alpha 2delta subunit 2 (CACNA2D2), 
mRNA. /FEA=mRNA /GEN=CACNA2D2 
/PROD=calcium channel, voltage- 
dependent, alpha2delta subunit 2 
/DB_XREF=gi:51 74402 /UG=Hs. 1 27436 
calcium channel, voltage-dependent, 

olnHa OHolto ciiKiinif O 
alfJIIca ^Uclla oUUUllll £. 

/FL=gb:AF040709.1 gb:NM_006030.1 


NM_006030 




NP_006021 


204828_at 


0.025284 


gb:NM_004584.1 /DEF=Homo sapiens 
RAD9 (S. pombe) homolog (RAD9), 
mRNA. /FEA=mRNA /GEN=RAD9 

/PROn=RADQ ^ nr»mhe*\ hnmnlnn 

/DB_XREF=gi:4759021 /UG=Hs.240457 
RAD9 (S. pombe) homolog 
/FL=gb:U53174.1 gb:NM_004584.1 


NM_004584 




NP_004575 


204837_at 


0.025284 


Consensus includes gb:AL080178.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp434K171 (from clone 
DKFZp434K171); partial cds. 

/PROD=hypothetical protein 
/DB_XREF=gi:5262652 /UG=Hs.27194 
DKFZP434K171 protein 
/FL=gb:NM_015458.1 


AL080178 




NP_056273 


204838_s_at 


0.033533 


gb:NM_014381.1 /DEF=Homo sapiens 
mutL (E. coli) homolog 3 (MLH3), 

mRNA /FFA=mRNA /nFN=MI f-R 

1 1 1 r\ IN/A. / 1 LZr\ — 1 1 1 rxINAA / VJLIM — IVIl_nO 

/PROD=mutL (E. coli) homolog 3 
/DB XREF=ai 7657336 /UG=Hs 279843 
mutL (E. coli) homolog 3 
/FL=gb:AF1 95657.1 gb:NM_014381.1 


NM_014381 




NP_055196 


204860_s_at 


0.046749 


baculoviral IAP repeat-containing 1 


AI817801 


Hs.79019 


NPJD04527 
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204891_s_at 


0.018023 


gb:NM_005356.1 /DEF=Homo sapiens 
lymphocyte-specific protein tyrosine 
kinase (LCK), mRNA. /FEA=mRNA 
/GEN=LCK /PROD=lymphocyte-specific 

nmtoin t\/rricino kin^QP 
piuidii lyiuoiiic rviiicioc 

/DB_XREF=gi:4885448 /UG=Hs.1765 
lymphocyte-specific protein tyrosine 
kinase /FL=gb:M36881.1 gb:U07236.1 
gb:NM_005356.1 


NM_005356 




NP_005347 


20491 2_at 


0.034721 


gb:NM_001558.1 /DEF=Homo sapiens 
interleukin 10 receptor, alpha (IL10RA), 
mRNA. /FEA=mRNA /GEN=IL10RA 

/PROn=int£»rloi ikin ifl re^ontnr :alnh£i 
/ 1 r\UU — II ILCI ICUMI 1 IU ItJUt-LJlUi, alfjilcl 

/DB_XREF=gi:4504632 /UG=Hs.327 
interleukin 10 receptor, alpha 
/FL=gb:NM_001 558.1 gb:U00672.1 


NM_001558 




NP_001549 


204972_at 


0.046749 


gb:NM_016817.1 /DEF=Homo sapiens 2- 
5oligoadenylate synthetase 2 (OAS2), 
transcript variant 1, mRNA. /FEA=mRNA 
/GEN=OAS2 /PROD=2-5oligoadenylate 
synthetase 2, isoform p71 

/nR YRPF-ni ftnR1R9/l /I If^-Wc 9fi4Qft1 
/UD Ar\ur- yl.OUO I 0£h iKJyj— rI5.4iO*tyO 1 

2-5oligoadenylate synthetase 2 
/FL=gb:M87434.1 gb:NM_016817.1 


NM_016817 




NP_058197 


204976_s_at 


0.018023 


Consensus includes gb:AK023637.1 
/DEF=Homo sapiens cDNA FLJ 13575 
fis, clone PLACE1 008630. /FEA=mRNA 
/DB_XREF=gi: 10435621 /UG=Hs.326142 
Alport syndrome, mental retardation, 
midface hvnonlasia and ellintocvtosis 
chromosomal region, gene 1 
/FL=gb:NM_015365.1 


AK023637 




NP_056180 
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Protein 
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No. 


204980_at 


0.018222 


gb:NM_004898.1 /DEF=Homo sapiens 
clock (mouse) homolog (CLOCK), 

mRMA /PFA-mRKIA /fSPM-PI CiC\< 
1 1 1 r\ INrV / 1 Ll/A — 1 1 1 r\ 1 >/A /OCIi — vLvvix 

/PROD=clock (mouse) homolog 
/DB_XREF=gi:4758009 /UG=Hs.50722 
clock (mouse) homolog 
/FL=gb:AB002332.1 gb:AF011568.1 
gb:NM_004898.1 


NM_004898 




NP_004889 


205022_s_at 


0.025284 


gb:NM_005197.1 /DEF=Homo sapiens 
checkpoint suppressor 1 (CHES1), 

mRNA /FPA-mRNfA /r^PM— rUPCI 

/PROD=checkpoint suppressor 1 
/DB_XREF=gi:4885136 /UG=Hs.211773 
checkpoint suppressor 1 
/FL=gb:U68723.1 gb:NM_005197.1 


NM_005197 




NP_005188 


205042_at 


0.034721 


gb:NM_005476.2 /DEF=Homo sapiens 
UDP-N-acetylglucosamine-2-epimeraseN- 
acetylmannosamine kinase (GNE), 
mRNA. /FEA=mRNA /GEN=GNE 
/PROD=UDP-N-acetylgiucosamine-2- 
epimeraseN-acetylmannosamine kinase 
/DB_XREF=gi:6382074 /UG=Hs.5920 
uur-iN-aceiyigiucosamine-z-epimeraseiN- 
acetylmannosamine kinase 
/FL=gb:AF051 852.1 gb:AF1 55663.1 
gb:NM_005476.2 


NM_005476 




NP_005467 


205081 _at 


0.034721 


gb:NM_001311.1 /DEF=Homo sapiens 
cysteine-rich protein 1 (intestinal) 
(CRIP1), mRNA. /FEA=mRNA 
/GEN=CRIP1 /PROD=cysteine-rich 
protein 1 (intestinal) 
/DB XREF=ar4503046 /UG=Hs 17409 
cysteine-rich protein 1 (intestinal) 
/FL=gb:BC002738.1 gb:U58630.1 
gb:NM_001311.1 gb:U09770.1 


NM_001311 




NP_001302 
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Protein 
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205105_at 


0.018023 


gb:NM_002372.1 /DEF=Homo sapiens 
mannosidase, alpha, class 2A, member 
1 (MAN2A1), mRNA. /FEA=mRNA 
/GEN=MAN2A1 /PROD=mannosidase, 
alpha, class 2A ( member 1 

/HD YDCC-ni >17CQCQ7 /I ir^ — Ue* OOQfiC 

/UD_Ar\tr-gi.*w oooy / /Ub- HS.o^ybo 
mannosidase, alpha, class 2A, member 
1 /FL=gb:U31520.1 gb:NMJ)02372.1 
gb:D63998.1 


NM_002372 




NP_002363 


205126_at 


0.031704 


gb:NM_006296.1 /DEF=Homo sapiens 
vaccinia related kinase 2 (VRK2), 

iiiKINA. /rtA-ITIKNA /btN-VKr\z 

/PROD=vaccinia related kinase 2 
/DB_XREF=gi:5454163 /UG=Hs.82771 
vaccinia related kinase 2 
/FL=gb:AB000450.1 gb:NM_006296.1 


NM_006296 




NP_006287 


205128x_at 


0.046749 


gb:NM_000962.1 /DEF=Homo sapiens 
prostaglandin-endoperoxide synthase 1 
(prostaglandin GH synthase and 
cyclooxygenase) (PTGS1), mRNA. 
/FEA=mRNA /GEN=PTGS1 
/PROD=prostaglandin-endoperoxide 
synthase 1 (prostaglandin GH synthase 
and cyclooxygenase) 
/DB_XREF=gi: 1 1 3861 40 /UG=Hs.88474 
prostaglandin-endoperoxide synthase 1 
(prostaglandin GH synthase and 

f*\/HnriY\/n^n£iQA^ /Fl =nlvNM HOnQfiO 1 
oyL*iLnjAyy ci idocj /ri_— yu.iNivi uuusu^. i 

gb:M59979.1 


NM_000962 




NP_542158 



Page 58 of 186 



TABLE 3L - 


Gene List Correspondinq to Fiqure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 
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205176_s_at 


0.034721 


gb:NM_014288.1 /DEF=Homo sapiens 
integrin beta 3 binding protein (beta3- 
endonexin) (ITGB3BP), mRNA. 
/FEA=mRNA /GEN=ITGB3BP 
/PROD=integrin beta 3 binding 
protein(Detao-endonexin) 
/DB_XREF=gi:7657205 /UG=Hs.82084 
integrin beta 3 binding protein (beta3- 
endonexin) /FL=gb:BC005301.1 
gb:AF175306.1 gb:NM_014288.1 


NM_014288 




NP_055103 


20521 2_s_at 


0.038017 


gb:NM_014716.1 /DEF=Homo sapiens 
KIAA0050 gene product (ACAP1), 

m DMA /CCA-mDMA /PCM-A^AD-I 

mKINA. /rtA-ITlKNA /otIN-AOAr 1 

/PROD=centaurin betal 
/DB_XREF=gi: 7661 879 /UG=Hs. 1 08947 
KIAA0050 gene product 
/FL=gb:D30758.1 gb:NM_014716.1 


NM_014716 




NP_055531 


205214_at 


0.034721 


gb:NM_004226.1 /DEF=Homo sapiens 
serinethreonine kinase 17b (apoptosis- 
inducing) (STK17B), mRNA. 
/FEA=mRNA /GEN=STK17B 
/PROD=serinethreonine kinase 
1 7b(apoptosis-inducing) 
/DB_XREF=gi:4758193 /UG=Hs.120996 
serinethreonine kinase 17b (apoptosis- 
inducing) /FL=gb:AB011421.1 
gb:NM_004226.1 


NM_004226 




NP_004217 


205250_s_at 


0.031704 


gb:NM_01 4684.1 /DEF=Homo sapiens 
KIAA0373 gene product (KIAA0373), 
mRNA. /FEA=mRNA /GEN=KIAA0373 

/PROn=KIAAn^7^ nf^nA nrnrlnrt 
/rr\UL/~i\lnnUOf o ytriie piUUUUL 

/DB_XREF=gi: 7662079 /UG=Hs. 150444 
KIAA0373 gene product 
/FL=gb:AB002371.1 gb:NM_014684.1 


NM_014684 




NP_055499 
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205267_at 


0.018444 


gb:NM_006235.1 /DEF=Homo sapiens 
POL) domain, class 2, associating factor 
1 (POU2AF1), mRNA. /FEA=mRNA 
/GEN=POU2AF1 /PROD=POU domain, 

O ^eort/*i^fi r\r% fnr*-tf~\ r A 

ciass z, associating Tacior i 
/DB_XREF=gi:5453933 /UG=Hs.2407 
POU domain, class 2, associating factor 
1 /FL=gb:NM_006235.1 


NM_006235 




NP_006226 


205282_at 


0.046749 


gb:NM_004631.1 /DEF=Homo sapiens 
low density lipoprotein receptor-related 
protein 8, apolipoprotein e receptor 
(LRP8), mRNA. /FEA=mRNA 
/GEN=LRP8 /PROD=low density 
lipoprotein receptor-related protein8, 
apolipoprotein e receptor 
/DB_XREF=gi:4758687 AJG=Hs.54481 
iow uciioiiy lipoprotein recepior-reiaiea 
protein 8, apolipoprotein e receptor 
/FL=gb:D50678.1 gb:NM_004631.1 


NM_004631 




NP_1 50643 


205297_s_at 


0.036254 


gb:NMJ)00626.1 /DEF=Homo sapiens 
CD79B antigen (immunoglobulin- 
associated beta) (CD79B), transcript 
variant 1, mRNA. /FEA=mRNA 
/GEN=CD79B /PROD=CD79B antigen, 

icrvfnrm i nr^f*iircnr 

IdLMUlHl 1 LJICL/UlovJI 

/DB_XREF=gi:1 1038673 /UG=Hs.89575 
CD79B antigen (immunoglobulin- 
associated beta) /FL=gb:NM 000626.1 
gb:M80461.1 gb:M89957.1 


NM_000626 




NP_067613 
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20530 1_s_at 


0.045316 


gb:NM_016820.1 /DEF=Homo sapiens 8- 
oxoguanine DNA glycosylase (OGG1), 
nuclear gene encoding mitochondrial 
protein, transcript variant 1c, mRNA. 
/FEA=mRNA /GEN=OGG1 /PROD=8- 
oxoguanine DNA glycosylase, isoform 
1c /DB_XREF=gi:8670531 
/ub-ns.yooyo o-oxoguanine uina 
glycosylase /FL=gb:U96710.1 
gb:AF026691.1 gb:NM_01 6820.1 


NM_016820 




NP_058438 


20531 5_s_at 


0.018222 


gb:NMJ)06750.1 /DEF=Homo sapiens 
syntrophin, beta 2 (dystrophin-associated 
protein A1, 59kD, basic component 2) 
(SNTB2), mRNA. /FEA=mRNA 
/GEN=SNTB2 /PROD=syntrophin, beta 2 
(dystrophin-associatedprotein A1, 59kD, 
basic component 2) 
/DB_XREF=gi:5803176 /UG=Hs. 172278 
syntrophin, beta 2 (dystrophin-associated 
protein A1, 59kD, basic component 2) 
/FL=gb:U40572.1 gb:NM_006750.1 


NM_006750 




NP_570896 


205340_at 


0.019657 


gb:NMJ)14797.1 /DEF=Homo sapiens 
KIAA0441 gene product (KIAA0441), 
mRNA /FFA=mRNA /nFN=KIAAn441 

/PROD=KIAA0441 gene product 
/DB_XREF=gi:7662127 /UG=Hs.32511 
KIAA0441 gene product 
/FL=gb:AB007901.1 gb:NM_014797.1 


NM_014797 




NP_055612 



Page 61 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


205401_at 


0.025284 


gb:NM_003659.1 /DEF=Homo sapiens 
alkylglycerone phosphate synthase 
(AGPS), mRNA. /FEA=mRNA 
/GEN=AGPS /PROD=alkylglycerone 
pnospnaie 5ynuiciot; picuuibui 
/DB_XREF=gi:4501992 /UG=Hs.22580 
alkylglycerone phosphate synthase 
/FL=gb:NM_003659.1 


NM_003659 




NP_003650 


20541 1_at 


0.018023 


gb:NM_006282.1 /DEF=Homo sapiens 
serinethreonine kinase 4 (STK4), 
iTirxiNM. /r cm— rnr\i\i/-\ /octN— o i rvt 

/r r\wL/— belli IcllH cut III Ic Mllaot; H 

/DB_XREF=gi:5454095 /UG=Hs.35140 
serinethreonine kinase 4 
/FL=gb:U18297.1 gb:U60207.1 
gb:NMJ)06282.1 


NM_006282 




NP_006273 


205434 s at 


0.025284 


adaptor-associated kinase 1 


AW451954 


Hs. 135941 


NP 055726 


205437_at 


0.025284 


gb:NM_006385.1 /DEF=Homo sapiens 
zinc finger protein 211 (ZNF211), 
rnrxiNM. / r tzM— rn r\ \\r\ /ocli\i— zj\irz i i 

/PR0D=zinc finger protein 211 
/DB_XREF=gi:5454175 /UG=Hs.15110 
zinc finger protein 211 /FL=gb:U38904.1 
gb:NM_006385.1 


NM_006385 




NP_006376 


205442_at 


0.049425 


gb:NM_021647.1 /DEF=Homo sapiens 
KIAA0626 gene product (KIAA0626), 
mRNA. /FEA=mRNA /GEN=KIAA0626 
/PROD=KIAA0626 aene Droduct 
/DB_XREF=gi: 1 1 067364 /UG=Hs. 1 781 21 
KIAA0626 gene product 
/FL=gb:NM_021647.1 gb:AB014526.1 


NM_021647 




NP_067679 
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205462_s_at 


0.049425 


gb:NM_002 149.1 /DEF=Homo sapiens 
hippocalcin-like 1 (HPCAL1), mRNA. 

/ r un - l 1 1 r\ IN/A /OLlN-nr UnL 1 

/PROD=hippocalcin-like 1 
/DB_XREF=gi:4504474 /UG=Hs.3618 
hippocalcin-like 1 /FL=gb:NM 002149.1 
gb:D16227.1 


NMJD02149 




NP_602293 


205483_s_at 


0.034721 


gb:NM_005101.1 /DEF=Homo sapiens 
interferon-stimulated protein, 15 kDa 
(ISG15), mRNA. /FEA=mRNA 
/GEN=ISG15 /PROD=interferon- 
siirnuiaieu proicin, 10 Kua 
/DB_XREF=gi:4826773 /UG=Hs.833 
interferon-stimulated protein, 15 kDa 
/FL=gb:M1 3755.1 gb:NM_005101.1 


NM_005101 




NP_005092 


205488_at 


0.018023 


gb:NM_006144.2 /DEF=Homo sapiens 
granzyme A (granzyme 1, cytotoxic T- 
lymphocyte-associated serine esterase 
3) (GZMA), mRNA. /FEA=mRNA 
/GEN=GZMA /PROD=granzyme A 
precursor /DB_XREF=gi:6996012 
/ub-ns.yu/Uo granzyme a (granzyme 
1, cytotoxic T-lymphocyte-associated 
serine esterase 3) /FL=gb:M 18737.1 
gb:NM_006144.2 


NM_006144 




NP_006135 


20551 1_at 


0.042466 


gb:NM_01 7976.1 /DEF=Homo sapiens 
hypothetical protein FLJ10038 
(FLJ10038), mRNA. /FEA=mRNA 
/GEN=FLJ10038 /PROD=hvnothetical 
protein FLJ 10038 /DB_XREF=gi:8922197 
/UG=Hs.181202 hypothetical protein 
FLJ10038 /FL=gb:NM_017976.1 


NM_017976 




NP_060446 
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205525_at 


0.048741 


gb:NM 018495.3 /DEF=Homo sapiens 
NAG22 protein (LOC55873), mRNA. 
/rcM- mrvlNM /ociN— LvJL/OOO/ o 
/PROD=NAG22 protein 
/DB_XREF=gi: 13236500 /UG=Hs.283080 
NAG22 protein /FL=gb:AF247820.3 
gb:NM_01 8495.3 


NM_0 18495 






205583_s_at 


0.046749 


gb:NM_024810.1 /DEF=Homo sapiens 
hypothetical protein FLJ23018 
(FLJ23018), mRNA. /FEA=mRNA 
/ocrM— rLJ^ou lo irT\\J\J— nypoineiicai 
protein FLJ23018 

/DB__XREF=gi: 1 33761 94 /UG=Hs. 1 69078 
hypothetical protein FLJ23018 
/FL=gb:NM_024810.1 


NM_024810 




NP_079086 


205586_x_at 


0.049425 


gb:NM_003378.1 /DEF=Homo sapiens 
VGF nerve growth factor inducible 
(VGF), mRNA. /FEA=mRNA /GEN=VGF 
/rruu-vbr nerve growin Tactor 
inducible /DB_XREF=gi:4507888 
/UG=Hs.171014 VGF nerve growth 
factor inducible /FL=gb:NM_003378.1 


NM_003378 




NP_003369 


205599_at 


0.019657 


gb:NM_005658.1 /DEF=Homo sapiens 
TNF receptor-associated factor 1 
(TRAF1), mRNA. /FEA=mRNA 
/GEN=TRAF1 /PROD=TNF receptor- 

dobUUIdLcU IdulUI 1 

/DB_XREF=gi:5032192 /UG=Hs.2134 
TNF receptor-associated factor 1 
/FL=gb:NM_005658.1 gb:U19261.1 


NM_005658 




NP_005649 
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20566 1_s_at 


0.025284 


gb:NM_025207.1 /DEF=Homo sapiens 
hypothetical protein PP591 (PP591), 

mPMA CCA-rwDMA /i^PM-DD^Q1 

mrciN/A. /rtA-mKiNA /oclN— rroy I 

/PROD=hypothetical protein PP591 
/DB_XREF=gi: 13376805 /UG=Hs.1 18666 
hypothetical protein PP591 
/FL=gb:NM_025207.1 


NM_025207 




NP_079483 


205684_s_at 


0.034721 


gb:NM_01 7925.1 /DEF=Homo sapiens 
hypothetical protein FLJ20686 
(FLJ20686), mRNA. /FEA=mRNA 
/otrM— rLJZuooo /rKuu- nypoineucai 
protein FLJ20686 /DB_XREF=gi:8923616 
/UG=Hs.271480 hypothetical protein 
FLJ20686 /FL=gb:NM_017925.1 


NM_017925 




NP_060395 


20571 8_at 


0.038017 


gb:NM_000889.1 /DEF=Homo sapiens 

intonrin hotsa "7 /nY^R7\ mPMA 

iniegnn, ueia / mrcniM. 
/FEA=mRNA /GEN=ITGB7 
/rKuu- integnn, oeta / 
/DB_XREF=gi:4504776 /UG=Hs.1741 
integrin, beta 7 /FL=gb:M68892.1 
gb:M62880.1 gb:NM_000889.1 


NM_000889 




NP_000880 


205758_at 


0.03018 


CD8 antigen, alpha polypeptide (p32) 


AW006735 


Hs.85258 


NP_741969 


205821_at 


0.018444 


gb:NMJ307360.1 /DEF=Homo sapiens 
DNA segment on chromosome 12 
(unique) 2489 expressed sequence 
(D12S2489E), mRNA. /FEA=mRNA 
/GEN=D12S2489E /PROD=NKG2-D type 
II integral membrane protein 
/DB_XREF=gi:6679051 /UG=Hs.74085 

DMA ^pnmpnt fin rhrnmnQnmp 19 

(unique) 2489 expressed sequence 
/FL=gb:NM 007360.1 gb:AF260135.1 
gb:AF260136.1 


NM_007360 




NP_031386 
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205831_at 


0.018023 


gb:NM_001767.1 /DEF=Homo sapiens 
CD2 antigen (p50), sheep red blood 
cell receptor (CD2), mRNA. 
/FEA=mRNA /GEN=CD2 /PROD=CD2 
antigen (p50), sheep red blood 
cellreceptor /DB_XREF=gi:4502652 

/I in-Hc BQ47R rn5 antinon ^n^n\ 

sheep red blood cell receptor 
/FL=gb:M16445.1 gb:M14362.1 
gb:M16336.1 gb:NM_001 767.1 


NM_001767 




NP_001758 


205873_at 


0.018023 


gb:NM_004278.1 /DEF=Homo sapiens 
phosphatidylinositol glycan, class L 
(PIGL), mRNA. /FEA=mRNA 
/GEN=PIGL /PROD=phosphatidylinositol 
glycan, class L /DB_XREF=gi:4758921 

/uo-noxf vjuo pi iuojji iduuyni lUoiiui 

glycan, class L /FL=gb:AB017165.1 
gb:NM_004278.1 


NM_004278 




NP_004269 


205885_s_at 


0.018222 


gb:L12002.1 /DEF=Human integrin alpha 
4 subunit mRNA, complete cds. 
/FEA=mRNA /GEN=ITGA4 
/PROD=integrin alpha 4 subunit 

/rjR VPPP- n\-QnV7A'k /I l-le AC\(\1A 

/uD_Ar\cr — gi.auo/^to /uo-ns.'HJUJ'i 
integrin, alpha 4 (antigen CD49D, alpha 
4 subunit of VLA-4 receptor) 
/FL=gb:NM_000885.2 gb:L12002.1 


L12002 




NP_000876 


205988_at 


0.018023 


gb:NM_003874.1 /DEF=Homo sapiens 
CD84 antigen (leukocyte antigen) 
(CD84), mRNA. /FEA=mRNA 
/GEN=CD84 /PROD=CD84 antigen 
(leukocyte antigen) 

/DB_XREF=gi:4502686 /UG=Hs. 1 37548 
CD84 antigen (leukocyte antigen) 
/FL=gb:U82988.1 gb:NM_003874.1 
gb:AF054815.1 


NM_003874 




NP_003865 
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206035_at 1 


0.018693 


Consensus includes gb:NM_002908.1 
/DEF=Homo sapiens v-rel avian 
reticuloendotheliosis viral oncogene 
homolog (REL), mRNA. /FEA=mRNA 
/GEN^REL /PROD=v-rel avian 
reticuloendotheliosis viral 
oncogenehomolog /DB_XREF=gi:4506472 

/I lf^=H<: AA'W ^ w-rol avian 

reticuloendotheliosis viral oncogene 
homolog /FL=gb:NM_002908.1 


NM_002908 




NP_002899 


206049_at 


0.038017 


gb:NM_003005.2 /DEF=Homo sapiens 
selectin P (granule membrane protein 
140kD, antigen CD62) (SELP), mRNA. 
/FEA=mRNA /GEN=SELP 
/PROD=selectin P precursor 

l\-JXD ArxLi — yl.L/UO 1 1 JJO /Uv3" no. / OOUU 

selectin P (granule membrane protein 
140kD, antigen CD62) /FL=gb:M25322.1 
gb:NM_003005.2 


NM_003005 




NP_002996 


206050_s_at 


0.046749 


gb:NM_002939.1 /DEF=Homo sapiens 
ribonucleaseangiogenin inhibitor (RNH), 
mRNA. /FEA=mRNA /GEN=RNH 
/r r\wu— i luoriuuiedseangiogenin inniDiior 
/DB_XREF=gi:4506564 /UG=Hs.75108 
ribonucleaseangiogenin inhibitor 
/FL=gb:M36717.1 gb:NM_002939.1 


NM_002939 




NP_002930 


206110_at 


0.048741 


gb:NM_003536.1 /DEF=Homo sapiens 
H3 histone family, member K (H3FK), 
mRNA. /FEA=mRNA /GEN=H3FK 
/PROD=H3 histone familv member K 
/DB_XREF=gi:4504294 /UG=Hs.70937 
H3 histone family, member K 
/FL=gb:NM_003536.1 


NM_003536 




NP_003527 
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206113_s_at 


0.034721 


gb:NM_004162.1 /DEF=Homo sapiens 
RAB5A, member RAS oncogene family 
(RAB5A), mRNA. /FEA=mRNA 
/GEN=RAB5A /PROD=RAB5A, member 

RA^ nnrnnpnp family/ 

/DB__XREF=gi:4759003 /UG=Hs.73957 
RAB5A, member RAS oncogene family 
/FL=gb:NM_004162.1 gb:M28215.1 


NM_004162 




NP_004153 


206118_at 


0.018444 


gb:NM_003151.1 /DEF=Homo sapiens 
signal transducer and activator of 
transcription 4 (STAT4), mRNA. 
/FEA=mRNA /GEN=STAT4 
/PROD=signal transducer and activator 
of transcriotion4 /DB XREF=ot4507254 
/UG=Hs.80642 signal transducer and 
activator of transcription 4 
/FL=gb:L78440.1 gb:NM_003151.1 


NM_003151 




NP_003142 


206132_at 


0.042466 


gb:NM_002387.1 /DEF=Homo sapiens 
mutated in colorectal cancers (MCC), 
mRNA. /FEA=mRNA /GEN=MCC 

/DROnrmi i \a toH in r*r\lr\ro^tal ran^orc 
/r r\\-/UJ— 1 MUlctloU HI UUIUItrULdl OcHlUfcMo 

/DB_XREF=gi:4505128 /UG=Hs.1345 
mutated in colorectal cancers 
/FL=gb:M62397.1 gb:NM_002387.1 


NM_002387 




NP_002378 


206167_s_at 


0.03018 


gb:NM_001 174.2 /DEF=Homo sapiens 
Rho GTPase activating protein 6 
(ARHGAP6), transcript variant 2, mRNA. 
/FEA=mRNA /GEN=ARHGAP6 
/PROD=Rho GTPase activating protein 

fi i^nfnrm ? /DR XRFF=nr7^8947fi 
/UG^Hs 250830 Rho GTPase activatina 
protein 6 /FL=gb:AF022212.2 
gb:NM_001 174.2 


NM_001174 




NP_038286 


206194 at 


0.034721 


homeo box C4 


AW299598 


Hs.50895 


NP 705897 
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Protein 
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No. 


206235_at 


0.018222 


gb:NM_002312.1 /DEF=Homo sapiens 
ligase IV, DNA, ATP-dependent (LIG4), 
mRNA /FFA=mRNA /GEN=LIG4 

/PROD=DNA ligase IV 
/DB_XREF=gi:4504996 /UG=Hs. 166091 
ligase IV, DNA, ATP-dependent 
/FL=gb:NM_002312.1 


NM_002312 




NP_002303 


206267_s_at 


0.027792 


gb:NM_002378.1 /DEF=Homo sapiens 
megakaryocyte-associated tyrosine 
kinase (MATK), mRNA. /FEA=mRNA 
/GEN=MATK /PROD=megakaryocyte- 
associated tyrosine kinase 
/DB_XREF=gi:4505108 /UG=Hs.274 

1 1 icyai\at yu^yic aoouoiaicu iy 1 Uoll IC 

kinase /FL=gb:BC000114.1 
gb:BC003109.1 gb:NM 002378.1 
gb:L18974.1 


NM_002378 




NP_647612 


206296_x_at 


0.022752 


gb:NM_007181.1 /DEF=Homo sapiens 
mitogen-activated protein kinase kinase 
kinase kinase 1 (MAP4K1), mRNA. 
/FEA=mRNA /GEN=MAP4K1 
/PROD=mitogen-activated protein kinase 
kinase kinasekinase 1 
/DB_XREF=gi:6005809 /UG=Hs.86575 

fllllUycll-dOllvclLcU piUlcIN Kindoc Kindse 

kinase kinase 1 /FL=gb:U66464.1 
gb:NM_007181.1 


NM_007181 




NP_009112 


206323_x_at 


0.034721 


gb:NM_002547.1 /DEF=Homo sapiens 
oligophrenin 1 (OPHN1), mRNA. 
/FEA=mRNA /GEN=OPHN1 
/PROD=oligophrenin 1, Rho-GTPase 
acivating protein /DB_XREF=gi:4505506 
/UG=Hs.128824 oligophrenin 1 
/FL=gb:NM 002547.1 


NM_002547 




NP_002538 
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Accession 
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Protein 
Accession 
No. 


206390_x_at 


0.046749 


gb:NM_002619.1 /DEF=Homo sapiens 
nlatplpt factor 4 (PF4^ mRNIA 
/FEA=mRNA /GEN=PF4 /PROD=platelet 
factor 4 /DB_XREF=gi:4505732 
/UG=Hs.81564 platelet factor 4 
/FL=gb:M25897.1 gb:NM_002619.1 


NM_002619 




NP_002610 


206398_s_at 


0.045316 


gb:NM_001770.1 /DEF=Homo sapiens 

PTJ1Q antinen /PmCh mRNIA 

/FEA=mRNA /GEN=CD19 /PROD=CD19 
antigen /DB_XREF=gi: 10835052 
/UG=Hs.96023 CD19 antigen 
/FL=gb:NM_001770.1 gb:M21097.1 
gb:M28170.1 


NM_001770 




NP_001761 


20647 1_s_at 


0.018222 


gb:NM_005761.1 /DEF=Homo sapiens 
nlfxin HI (PI XNC^H mRNA 
/FEA=mRNA /GEN=PLXNC1 
/PROD=plexin C1 /DB_XREF=gi:5032222 
/UG=Hs.286229 plexin C1 
/FL=gb:AF030339.1 gb:NM_005761.1 


NM_005761 




NP_005752 


206478_at 


0.034721 


gb:NM_014792.1 /DEF=Homo sapiens 
KIAA0125 gene product (KIAA0125), 

IllrAlNM. /rCM- mrxINM /OCIN— fxIM/AU I ZD 

/PROD=KIAA0125 gene product 
/DB_XREF=gi:7661923 /UG=Hs.38365 
KIAA0125 gene product 
/FL=gb:D50915.1 gb:NM_01 4792.1 


NM_014792 




NP_055607 


206492_at 


0.034721 


gb:NM_002012.1 /DEF=Homo sapiens 
fragile histidine triad gene (FHIT), 
mRNA /FEA=mRNA /GEN=FHIT 

M II M 1/ !• ft Immf \ 1 1 1 I \ 1 ^/ A / \«/ L_ 1 ^ | fill 

/PROD=fragile histidine triad gene 
/DB_XREF=gi:4503718 /UG=Hs.77252 
fragile histidine triad gene 
/FL=gb:U46922.1 gb:NM_002012.1 


NM_002012 




NP_002003 
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206493_at 


0.034721 


gb:NMJ)00419.2 /DEF=Homo sapiens 
integrin, alpha 2b (platelet glycoprotein 
lib of llbllla complex, antigen CD41B) 
(ITGA2B), mRNA. /FEA=mRNA 
/GEN=ITGA2B /PROD=integrin alpha 2b 
precursor /DB_XREF=gi:6006009 
/uo-Ms./oo integrin, aipna zo (piateiet 
glycoprotein Mb of llbllla complex, 
antigen CD41B) /FL=gb:M34480.1 
gb:J02764.1 gb:NM_000419.2 


NM_000419 




NP_000410 


206507_at 


0.035763 


gb:NM_014724.1 /DEF=Homo sapiens 
KIAA0426 gene product (KIAA0426), 

mRNA /PPA-mRMA //^PM- k'l A AfM9£ 

/PROD=KIAA0426 gene product 
/DB_XREF=gi:7662109 /UG=Hs.97476 
KIAA0426 gene product 
/FL=gb:AB007886.1 gb:NM_01 4724.1 


NM_014724 




NP_055539 


206562_s_at 


0.018023 


gb:NMJ)0 1892.1 /DEF=Homo sapiens 
casein kinase 1, alpha 1 (CSNK1A1), 
mRNA. /FEA=mRNA /GEN=CSNK1A1 
/rKuu-casein Kinase i, aipna i 
/DB_XREF=gi:4503088 /UG=Hs.283738 
casein kinase 1, alpha 1 
/FL=gb:NM_001892.1 gb:L37042.1 


NM_001892 


- 


NP_001883 


206565_x_at 


0 018023 


ab'NM 006780 1 /nFF=Homn <;anipnQ 

SMA3 (SMA3), mRNA. /FEA=mRNA 
/GEN=SMA3 /PROD=SMA3 
/DB_XREF=gi:5803174 /UG=Hs.289061 
SMA3 /FL=gb:NM 006780.1 


MM nnR7Rf> 




NP_006771 
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p-value 


Description 


Gene 
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No. 
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Accession 
No. 


Protein 
Accession 
No. 


206567_s_at 


0.036254 


gb:NM_01 6436.1 /DEF=Homo sapiens 
hepatocellular carcinoma-associated 
antigen 58 (LOC51230), mRNA. 
/FEA=mRNA /GEN=LOC51230 
/PROD=hepatocellular carcinoma- 

/DB_XREF=gi:7705990 AJG=Hs.301055 
hepatocellular carcinoma-associated 
antigen 58 /FL=gb:AF220416.1 
gb:NM_016436.1 


NM_016436 




NP_057520 


206655_s_at 


0.026842 


gb:NM_000407.3 /DEF=Homo sapiens 
glycoprotein lb (platelet), beta 
polypeptide (GP1BB), mRNA. 
/FEA=mRNA /GEN=GP1BB 
/PROD=glycoprotein lb beta polypeptide 
nrecursor /DB XREF=ai QQ4 c rt87 
/UG=Hs.283743 glycoprotein lb 
(platelet), beta polypeptide 
/FL=gb:J03259.1 gb:NM_000407.3 


NM_000407 


•- 


NP_000398 


206666_at 


0.018444 


gb:NM_002104.1 /DEF=Homo sapiens 
granzyme K (serine protease, granzyme 
3; tryptase II) (GZMK), mRNA. 
/FEA=mRNA /GEN=GZMK 

/PRnnrnran7um& VC nron ircor 
/rr\vu-yi ai iz.y n ic r\ piciyUioUi 

/DB_XREF=gi:4504234 /UG=Hs.3066 
granzyme K (serine protease, granzyme 
3; tryptase II) /FL=gb:U35237.1 
gb:NM_002104.1 gb:U26174.1 


NM_002104 




NP_002095 


206693_at 


0.033533 


gb:NM_000880.1 /DEF=Homo sapiens 
interleukin 7 (IL7), mRNA. /FEA=mRNA 
/GEN=IL7 /PROD=interleukin 7 
/DB_XREF=gi:4504676 /UG=Hs.72927 
interleukin 7 /FL=gb:J04156.1 
gb:NM 000880.1 


NM_000880 




NP_000871 
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Protein 
Accession 
No. 


206700_s_at 


0.019657 


gb:NM_004653.1 /DEF=Homo sapiens 
SMC (mouse) homolog, Y chromosome 
(SMCY), mRNA. /FEA=mRNA 
/GEN=SMCY /PROD=SMC (mouse) 
homolog, Y chromosome 

/DB XREF=ai 47'5Q14Q /llfi=H<* ftm^ft 
SMC (mouse) homolog, Y chromosome 
/FL=gb:U52191.1 gb:NM_004653.1 


NM_004653 




NP_004644 


206770_s_at 


0.034721 


gb:NM_01 2243.1 /DEF=Homo sapiens 
solute carrier family 35 (UDP-N- 
acetylglucosamine (UDP-GlcNAc) 
transporter), member 3 (SLC35A3), 
mRNA. /FEA=mRNA /GEN=SLC35A3 
/PROD=solute carrier family 35(UDP-N- 
acetylglucosamine (UDP-GlcNAc) 
transporter), member3 
/DB_XREF=gi:6912667 /UG=Hs.159322 
solute carrier family 35 (UDP-N- 

ap^tv/lnh irriQarninp (\ IDP-f^lf^MAr^ 
aoeiy i^iulajocii I hi ic ^ \J ur OlONnO ) 

transporter), member 3 
/FL=gb:AB021981.1 gb:NM_012243.1 


NM_012243 




NP_036375 


206782_s_at 


0.036254 


gb:NM_005528.1 /DEF=Homo sapiens 
heat shock 40kD protein 2 (HSPF2), 
mRNA. /FEA=mRNA /GEN=HSPF2 
/PROD=heat shock 40kD protein 2 
/DB XREF=ai 5031770 /UG=Hs 172847 
DnaJ (Hsp40) homolog, subfamily C, 
member 4 /FL=gb:AF012106.1 
gb:NM 005528.1 


NM_005528 




NP_005519 
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206914_at 


0.028893 


gb:NM_019604.1 /DEF=Homo sapiens 
class-l MHC-restricted T cell associated 
molecule (CRTAM), mRNA. 
/FEA=mRNA /GEN=CRTAM 
/PROD=class-l MHC-restricted T cell 

a^^nriatpHmnlp^nlp 

/DB_XREF=gi:9624976 /UG=Hs. 159523 
class-l MHC-restricted T cell associated 
molecule /FL=gb:AF001622.1 
gb:NM_0 19604.1 


NM_019604 




NP_062550 


206958_s_at 


0.034721 


gb:AF31 8575.1 /DEF=Homo sapiens 
UPF3 (UPF3) mRNA, complete cds. 
/FEA=mRNA /GFN=IIPF^ /PRnn=UPF^ 
/DB_XREF=gi: 1 2620405 /UG=Hs.27441 2 
similar to yeast Upf3, variant A 
/FL=gb:AY01 3250.1 gb:AF318575.1 
gb:NM_023011.1 


AF318575 




NP_542418 


206965_at 


0.045316 


gb:NM_0 16285.1 /DEF=Homo sapiens 
AP-2rep transcription factor (LOC51717), 
mRNA. /FEA=mRNA /GEN=LOC51717 

/PROPl^ AP-9ron trancr*rir»tir»n factor 

/DB_XREF=gi:7706476 /UG=Hs.278998 
AP-2rep transcription factor 
/FL=gb:AF1 13122.1 gb:AF161471.1 
gb:NM_016285.1 


NM_016285 




NP_057369 


207108_s_at 


0.046749 


gb:NMJ)15384.1 /DEF=Homo sapiens 

IDNR nrntpin NnKR^ mRMA 

IL/INO piULCIII ^lUINO^, IllrxINM. 

/FEA=mRNA /GEN=IDN3 /PROD=IDN3 
protein /DB_XREF=gi:7661841 
/UG=Hs.225767 IDN3 protein 
/FL=gb:AB01 9602.1 gb:NM_01 5384.1 


NM_015384 




NP_597677 


207186_s_at 


0.018023 


gb:NM_004459.2 /DEF=Homo sapiens 
fetal Alzheimer antigen (FALZ), mRNA. 
/FEA=mRNA /GEN=FALZ /PROD=fetal 
Alzheimer antigen 

/DB_XREF=gi:6552329 /UG=Hs.99872 
fetal Alzheimer antigen /FL=gb:U05237.1 
gb:NM_004459.2 


NM_004459 




NP_004450 
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Protein 
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207234_at 


0.035763 


gb:NM_002919.1 /DEF=Homo sapiens 
regulatory factor X, 3 (influences HLA 
class II expression) (RFX3), mRNA. 
/FEA^mRNA /GEN=RFX3 
/PROD=regulatory factor X, 3 
(influences HLA class llexpression) 

/ l/p Arxur-yi.HjUDHjH /Uu-no. iuuu I u 

regulatory factor X, 3 (influences HLA 
class II expression) 
/FL=gb:NM_002919.1 


NM_002919 




NP_602304 


207351_s_at 


0.040064 


gb:NM_003975.1 /DEF=Homo sapiens 
SH2 domain protein 2A (SH2D2A), 
mRNA. /FEA=mRNA /GEN=SH2D2A 

/DB_XREF=gi:4503632 AJG=Hs. 1 03527 
SH2 domain protein 2A 
/FL=gb:NM_003975.1 gb:AF097744.1 


NM_003975 




NP_003966 


207389_at 


0.026013 


gb:NM_000173.1 /DEF=Homo sapiens 
glycoprotein lb (platelet), alpha 
polypeptide (GP1BA), mRNA. 
/FEA=mRNA /GEN=GP1BA 
/PROD=platelet glycoprotein lb alpha 
puiypcpiiueprecursor 
/DB_XREF=gi:4504070 /UG=Hs.1472 
glycoprotein lb (platelet), alpha 
polypeptide /FL=gb:J02940.1 
gb:NM_000173.1 


NM_000173 




NP_000164 


207435_s_at 


0.034721 


gb:NM_01 6333.1 /DEF=Homo sapiens 
RNA binding protein; AT-rich element 
binding factor (SRM300), mRNA. 
/FEA=mRNA /GEN=SRM300 
/PROD=splicing coactivator subunit 
SRm300 /DB_XREF=gi:7706718 
/UG=Hs 197114 RNA bindina orotein- 
AT-rich element binding factor 
/FL=gb:AF201 422.1 gb:NM_016333.1 


NM_016333 




NP_057417 
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207446_at 


0.034721 


gb:NM_006068.1 /DEF=Homo sapiens 
toll-like receptor 6 (TLR6), mRNA. 

/FFA=mRMA /("5FNI=TI RR /PROn=tnll- 
like receptor 6 /DB_XREF=gi:51 74720 
/UG=Hs.227105 toll-like receptor 6 
/FL=gb:AB020807.1 gb:NM_006068.1 


NM_006068 




NP_006059 


207508_at 


0.046749 


gb:NM_001689.1 /DEF=Homo sapiens 
ATP synthase, H+ transporting, 
mitochondrial F0 complex, subunit c 
(subunit 9) isoform 3 (ATP5G3), mRNA. 
/FEA=mRNA /GEN=ATP5G3 
/PROD=ATP synthase, H+ transporting, 
mitochondrial FOcomplex, subunit c 
(subunit 9) isoform 3 
/DB_XREF=gi:4502300 /UG=Hs.429 ATP 
synthase, H+ transporting, mitochondrial 

1 VJ lAJIMfJICA, oUUUIIIl U ^oUUUIIIl \3J 

isoform 3 /FL=gb:U09813.1 
gb:NM_001689.1 


NM_001689 




NP_001680 


207509_s_at 


0.042466 


gb:NM_002288.2 /DEF=Homo sapiens 
leukocyte-associated Ig-like receptor 2 
(LAIR2), transcript variant 1, mRNA. 
/FEA=mRNA /GEN=LAIR2 

1 rr\UU- ieUI\OCyi6~aooOCIal6u ly-MKe 

receptor 2, isoforma 

/DB_XREF=gi: 1 09471 00 /UG=Hs.43803 

leukocyte-associated Ig-like receptor 2 

/FL=gb:NMJ)02288.2 


NM_002288 




NP_067154 


207525_s_at 


0.020576 


gb:NM_005716.1 /DEF=Homo sapiens 
chromosome 19 open reading frame 3 
(C190RF3), mRNA. /FEA=mRNA 
/GEN=C190RF3 /PROD=GLUT1 C- 
terminal bindina nrotein 

w w 1 1 till 1 w4 1 ky III VI III \A fJ 1 V-/ L w III 

/DB_XREF=gi:5031714 /UG=Hs.6454 
chromosome 19 open reading frame 3 
/FL=gb:AF089816.1 gb:NM_005716.1 


NM_005716 




NP_005707 



Page 76 of 186 



TABLE 3L - 


Gene List Corresponding to Fiqure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


207549_x_at 


0.046749 


gb:NM_002389.1 /DEF=Homo sapiens 
membrane cofactor protein (CD46, 
trophoblast-lymphocyte cross-reactive 
antigen) (MCP), mRNA. /FEA=mRNA 
/GEN=MCP /PROD=membrane cofactor 
protein (CD46,trophoblast-lymphocyte 
cross-reactive antigen) 
/DB_XREF=gi:1 1321566 /UG=Hs.83532 

mpmhrflnp rrifartnr nrnfpin (C\DAR 

trophoblast-lymphocyte cross-reactive 
antigen) /FL=gb:NM_002389.1 


NM_002389 




NP_758871 


207554_x_at 


0.038535 


gb:NM_001060.1 /DEF=Homo sapiens 
thromboxane A2 receptor (TBXA2R), 
mRNA /FEA=mRNA /GEN=TBXA2R 
/PROD=thromboxane A2 receptor 
/DB_XREF=gi:4507380 AJG=Hs.89887 
thromboxane A2 receptor 
/FL=gb:NM_001 060.1 gb:D38081.1 
gb:U27325.1 


NM_001060 




NP_001051 


207556_s_at 


0.049425 


gb:NM_003646.1 /DEF=Homo sapiens 
diacylglycerol kinase, zeta (104kD) 
(DGKZ), mRNA. /FEA=mRNA 
/GEN=DGKZ /PROD=diacylglycerol 

r\ll laoc, t.CLa ^ 1 UtMJ J 

/DB_XREF=gi:4503316 /UG=Hs.89981 
diacylglycerol kinase, zeta (104kD) 
/FL=gb:U51 477.1 gb:NM_003646.1 


NM_003646 




NP_003637 


207651_at 


0.034721 


gb:NM_01 3308.1 /DEF=Homo sapiens 
platelet activating receptor homolog 
(H963), mRNA. /FEA=mRNA 
/GEN=H963 /PROD=platelet activating 
receptor homolog /DB XREF=gi:7019400 
/UG=Hs. 159545 platelet activating 
receptor homolog /FL=gb:AF002986.1 
gb:NM 013308.1 


NM_013308 




NP_037440 
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207665_at 


0.034721 


gb:NM_003813.1 /DEF=Homo sapiens a 
disintegrin and metalloproteinase domain 
21 (ADAM21), mRNA. /FEA=mRNA 
/GEN=ADAM21 /PROD=a disintegrin and 
metalloproteinase domain 

preproprotein /ub_AKtr-gi. i i4y ( Uoy 
/UG=Hs. 178748 a disintegrin and 
metalloproteinase domain 21 
/FL=gb:NM_003813.1 


NM_003813 




NP_003804 


207723_s_at 


0.027239 


gb:NM_002261.1 /DEF=Homo sapiens 
killer cell lectin-like receptor subfamily 
C, member 3 (KLRC3), transcript 
variant NKG2-E, mRNA. /FEA=mRNA 
/GEN=KLRC3 /PROD=killer cell lectin- 
like receptor subfamily C, member 3 

ISOTOim INIXOZ-D /UD ArxtZr— gi.*fOU*fOO*f 

/UG=Hs.258850 killer cell lectin-like 
receptor subfamily C, member 3 
/FL=gb:L14542.1 gb:NM_002261.1 


NM_002261 




NP_031359 


207724_s_at 


0.034721 


gb:NM_014946.2 /DEF=Homo sapiens 
spastic paraplegia 4 (autosomal 
dominant; spastin) (SPG4), mRNA. 
/rcA-mKNA /bbN-brb4 
/PROD=spastin /DB_XREF=gi: 11875210 
/UG=Hs.26334 spastic paraplegia 4 
(autosomal dominant; spastin) 
/FL=gb:NM_014946.2 


NM_014946 




NP_055761 


207734_at 


0.025284 


gb:NM_01 7773.1 /DEF=Homo sapiens 
hypothetical protein FLJ20340 
(FLJ20340), mRNA. /FEA=mRNA 
/C5FNI=FI 120^40 /PROn=hvnothptiral 

protein FLJ20340 /DB_XREF=gi:8923315 
/UG=Hs.272794 hypothetical protein 
FLJ20340 /FL=gb:NM_017773.1 


NM_017773 




NP_060243 
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207760_S_at 


0.034721 


gb:NM_006312.1 /DEF=Homo sapiens 
nuclear receptor co-repressor 2 
(NCOR2), mRNA. /FEA=mRNA 
/GEN=NCOR2 /PROD=nuclear receptor 
co-repressor £. /UD_Ar\cr--gi.O'fO'tu/o 
/UG=Hs.287994 nuclear receptor co- 
repressor 2 /FL=gb:AF1 13003.1 
gb:NM_006312.1 


NM_006312 




NP_006303 


207782_s_at 


0.018444 


gb:NM_007319.1 /DEF=Homo sapiens 
presenilin 1 (Alzheimer disease 3) 
(PSEN1), transcript variant I-374., 
mRNA. /FEA=mRNA /GEN=PSEN1 
iriwju— presenilin i isororm i-om 
/DB_XREF=gi:7549814 /UG=Hs.3260 
presenilin 1 (Alzheimer disease 3) 
/FL=gb:U40380.1 gb:NM_007319.1 


NM_007319 




NP_015558 


207794_at 


0.026842 


gb:NM_000648.1 /DEF=Homo sapiens 
chemokine (C-C motif) receptor 2 
(CCR2), mRNA. /FEA=mRNA 
/GEN=CCR2 /PROD=chemokine (C-C 
moiir; receptor z /ub_AKtr-gi.4/o/yo/ 
/UG=Hs.395 chemokine (C-C motif) 
receptor 2 /FL=gb:U03905.1 
gb:NMJ300648.1 gb:D29984.1 


NM_000648 




NP_000639 


207856_s_at 


0.034721 


gb:NM_017951.1 /DEF=Homo sapiens 
hypothetical protein FLJ20297 
(FLJ20297), mRNA. /FEA=mRNA 
/GEN=FLJ20297 /PROD=hvnothetical 
protein FLJ20756 

/DB_XREF=gi: 13443032 /UG=Hs.94491 
hypothetical protein FLJ20297 
/FL=gb:NM_01 7951.1 


NM_017951 




NP_060421 
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207892_at 


0.023856 


gb:NM_000074.1 /DEF=Homo sapiens 
tumor necrosis factor (ligand) 
superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA. 
/FEA=mRNA /GEN=TNFSF5 
/PROD=CD40 antigen ligand 

/UD_ AKCr- gi.^OO/ 4oZ /UvJ-nS.OOZ 

tumor necrosis factor (ligand) 
superfamily, member 5 (hyper-IgM 
syndrome) /FL=gb:L07414.1 
gb:NM_000074.1 


NM_000074 




NP_000065 


207979_s_at 


0.019292 


gb:NM_004931.1 /DEF=Homo sapiens 
CD8 antigen, beta polypeptide 1 (p37) 
(CD8B1), mRNA. /FEA=mRNA 
/wcin-uuod i /rr\uu-uuo antigen, Dsia 
polypeptide 1 (p37) 
/DB_XREF=gi:4826666 /UG=Hs.2299 
CD8 antigen, beta polypeptide 1 (p37) 
/FL=gb:NM_004931.1 


NM_004931 




NP_757362 


207992_s_at 


0.018023 


gb:NM_000480.1 /DEF=Homo sapiens 
adenosine monophosphate deaminase 
(isoform E) (AMPD3), mRNA. 
/FEA=mRNA /GEN=AMPD3 
/PROD=adenosine monophosphate 
deaminase (isoform E) 
/UD_AKtr- gi.40UZU/ o /Ub- ns.ooyio 
adenosine monophosphate deaminase 
(isoform E) /FL=gb:NM_000480.1 


NM_000480 




NP_000471 


208022_s_at 


0.022752 


gb:NM_003671.1 /DEF=Homo sapiens 
CDC14 (cell division cycle 14, S. 

mRNA. /FEA=mRNA /GEN=CDC14B 
/PROD=S. cerevisiae CDC 14 homolog, 
gene B /DB XREF=gi:4502698 
/FL=gb:NM 003671.1 


NM_003671 
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208024_s_at 


0.018444 


gb:NM_005675.1 /DEF=Homo sapiens 
DiGeorge syndrome critical region gene 
6 (DGCR6), mRNA. /FEA=mRNA 
/GEN=DGCR6 /PROD=DiGeorge 
syndrome critical region protein 6 
/UD^AKtr- gi.ouo iooz /uo-ns. iooy iu 
DiGeorge syndrome critical region gene 
6 /FL=gb:AF228707.1 gb:NMJ)05675.1 


NM_005675 




NP_005666 


208095_s_at 


0.018023 


gb:NM_001222.1 /DEF=Homo sapiens 
calciumcalmodulin-dependent protein 
kinase (CaM kinase) II gamma 
(CAMK2G), mRNA. /FEA=mRNA 
/GEN=CAMK2G 

/PROD=calciumcalmodulin-dependent 
protein kinase (CaMkinase) II gamma 
/DB_XREF=gi:4502554 /UG=Hs.250857 
caiciumcaimoauiin-aepenaeni proiein 
kinase (CaM kinase) II gamma 
/FL=gb:U81554.1 gb:NM_001222.1 


NM_001222 




NP_751913 


208116_s_at 


0.046749 


gb:NM_005907.1 /DEF=Homo sapiens 
mannosidase, alpha, class 1A, member 
1 (MAN1A1), mRNA. /FEA=mRNA 
/GEN=MAN1A1 /PROD=mannosidase, 

calnhca rlacc 1 A mom hor i 
alfJlld, Udoo l/A, IllclllUtrl I 

/DB_XREF=gi:51 74520 /UG=Hs.25253 
mannosidase, alpha, class 1A, member 
1 /FL=gb:NM_005907.1 


NM_005907 




NP_005898 
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208121_s_at 


0.049425 


gb:NM_002848.2 /DEF=Homo sapiens 
protein tyrosine phosphatase, receptor 
type, O (PTPRO), transcript variant 2, 
mRNA. /FEA=mRNA /GEN=PTPRO 
/rKuu- recepior-iype protein tyrosine 
phosphatase Ojsoform b precursor 
/DB_XREF=gi: 1367721 2 
/FL=gb:NM_002848.2 


NM_002848 




NP_1 09596 


208151_x_at 


0.019292 


gb:NM_030881.1 /DEF=Homo sapiens 
DEADH (Asp-Glu-Ala-AspHis) box 
polypeptide 17 (72kD) (DDX17), 
transcript Vanani z, rnr\i\iM. /r c/a— rii ixinm 
/GEN=DDX17 /PROD=DEADH (Asp-Glu- 
Ala-AspHis) box polypeptide 17 t isoform 
2 /DB XREF=gi: 13787203 
/FL=gb:NM_030881.1 


NM_030881 




NP_1 12020 


208268_at 


0.048741 


gb:NMJD21777.1 /DEF=Homo sapiens a 
disintegrin and metalloproteinase domain 
28 (ADAM28), transcript variant 3, 
mRNA. /FEA=mRNA /GEN=ADAM28 
/PROD=a disintegrin and 
metalloproteinase domain 28,isoform 3 
preproprotein /DB_XREF=gi:1 1496993 
/Uo-ns.n /4Uou a aisintegnn ana 
metalloproteinase domain 28 
/FL=gb:NMJ)21777.1 gb:AF137335.1 


NM_021777 




NP_068548 


208304_at 


0.046749 


gb:NM_001 837.1 /DEF=Homo sapiens 
chemokine (C-C motif) receptor 3 
(CCR3), mRNA. /FEA=mRNA 
/GEN=CCR3 /PROD=chemokine (C-C 

/UG=Hs. 158324 chemokine (C-C motif) 
receptor 3 /FL=gb:U28694.1 
gb:AF026535.1 gb:NM 001837.1 


NM_001837 




NP_847899 
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208426_x_at 


0.049425 


gb:NM_002255.1 /DEF=Homo sapiens 
killer cell immunoglobulin-like receptor, 
two domains, long cytoplasmic tail, 4 
(KIR2DL4), mRNA. /FEA=mRNA 
/GEN=KIR2DL4 /PROD=killer cell 
immunoglobulin-like receptor, 
twodomains, long cytoplasmic tail, 4 
/DB_XREF=gi:4504870 /UG=Hs. 1 66085 
killer cell immunoglobulin-like receptor, 
two domains, long cytoplasmic tail, 4 
/FL=gb:AF002981.1 gb:NM_002255.1 


NM_002255 




NP_002246 


208452_x_at 


0.040064 


gb:NM_004145.1 /DEF=Homo sapiens 
myosin iad ^lVlY<JyDJ, mKiMA. 
/FEA=CDS /GEN=MY09B 
/PROD=myosin IXB 
/DB_XREF=gi:4758749 AJG=Hs.159629 
myosin IXB /FL=gb:U42391.1 
gb:NM_004 145.1: 


NM_004145 




NP_004136 


208549_x_at 


0.018023 


gb:NM_016171.1 /DEF=Homo sapiens 
prothymosin a14 (LOC51685), mRNA. 
/rcA-UDo /CjbN-LUL/Olboo 
/PROD=prothymosin a14 
/DB_XREF=gi:7706414 /UG=Hs.247919 
prothymosin a14 /FL=gb:AF1 70294.1 
gb:NMJ)16171.1 


NM_016171 




NP_057255 


208591_s_at 


0.046749 


gb:NM_000922.1 /DEF=Homo sapiens 
phosphodiesterase 3B, cGMP-inhibited 
(PDE3B), mRNA. /FEA=CDS 
/GEN=PDE3B /PROD=phosphodiesterase 

/DB_XREF=gi:4505660 /UG=Hs.326528 
phosphodiesterase 3B, cGMP-inhibited 
/FL=gb:NM_000922.1 


NM_000922 




NP_000913 
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20861 1_s_at 


0.018023 


gb:U83867.1 /DEF=Human alpha II 
spectrin mRIMA, complete cds. 
/FEA=mRNA /PROD=alDha II SDectrin 

' ■ * V Mil \l 11 l #1 1 \ \v/ Olk/i I \Jk II wmvvU III 

/DB_XREF=gi: 1805279 /UG=Hs.77196 
spectrin, alpha, non-erythrocytic 1 (alpha 
fodrin) /FL=gb:J05243.1 gb:U83867.1 
gb:NM_003127.1 


U83867 




NP_003118 


208616_s_at 


0.018023 


gb:U48297.1 /DEF=Homo sapiens 
protein tyrosine phosphatase PTPCAAX2 
(hPTPCAAX2) mRNA, complete cds. 
/FEA=mRNA /GEN=hPTPCAAX2 
/PROD=protein tyrosine phosphatase 
PTPCAAX2 /DB_XREF=gi: 1777756 
/UG=Hs. 82911 protein tyrosine 
phosphatase type IVA, member 2 
/FL=gb:U48297.1 gb:NM 003479.1 
gb:AF208850.1 


U48297 




NP_536317 


20861 9_at 


0.034721 


gb:L40326.1 /DEF=Homo sapiens 
Hepatitis B virus X-associated protein 1 
mRNA, complete cds. /FEA=mRNA 
/PROD=X-associated protein 1 
/DB XREF=ai"695361 /UG=Hs 108327 
damage-specific DNA binding protein 1 
(127kD) /FL=gb:U18299.1 gb:U32986.1 
gb:NM_001 923.2 gb:L40326.1 


L40326 




NP_001914 


208623_s_at 


0.046749 


gb:J05021.1 /DEF=Human cytovillin 2 
(VI L2) mRNA, complete cds. 
/FEA=mRNA /GEN=VIL2 
/DB_XREF=gi:340216 /UG=Hs.155191 
villin 2 (ezrin) /FL=gb:J05021.1 
gb:AL162086.1 gb:NM_003379.2 


J05021 




NP_003370 
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208634_s_at 


0.018023 


gb:AB029290.1 /DEF=Homo sapiens 
mRNA for actin binding protein 
ABP620, complete cds. /FEA=mRNA 
/GEN=abp620 /PROD=actin binding 
protein ABP620 /DB_XREF=gi:5821433 

/I ir^=Mc inft9^R ci^tin hinHinn nrntoin* 
/UO-no. lUOZlOO dUUli uiiiuiiiy piuiciii, 

macrophin (microfilament and actin 
filament cross-linker protein) 
/FL=gb:AB029290.1 


AB029290 




NP_1 49033 


208644_at 


0.025284 


gb:M32721.1 /DEF=Human poly(ADP- 
ribose) polymerase mRNA, complete 
cds. /FEA=mRNA /GEN=PPOL 
/DB_XREF=gi: 190266 /UG=Hs.177766 

ADP-rihoQ\/ltranQfpraQA /MAD+' nnlw 
' i i luuoy ill ell loici doC llNrM-y", UKJiy 

(ADP-ribose) polymerase) 
/FL=gb:NM_001618.2 gb:M181 12.1 
gb:M32721.1 gb:J03473.1 


M32721 




NP_001609 


208653_s_at 


0.034721 


Consensus includes gb:AF263279.1 
/DEF=Homo sapiens CD164 mRNA, 

UUfiipiclc; WiS. /rCn-lyUo 

/PROD=CD164 /DB_XREF=gi:9230740 
/UG=Hs.43910 CD164 antigen, 
sialomucin /FL=gb:AF299341.1 
gb:AF299343.1 gb:AF263279.1 


AF299343 




NP_006007 


208657_s_at 


0.018222 


gb:AF142408.1 /DEF=Homo sapiens cell 
division control protein septin D1 
mRNA, complete cds. /FEA=mRNA 
/PROD=cell division control orotein 
septin D1 /DB_XREF=gi: 11055010 
/UG=Hs.181002 MLL septin-like fusion 
/FL=gb:AF142408.1 gb:AF142569.1 


AF142408 




NP_006631 
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208658_at 


0.034721 


gb:BC000425.1 /DEF=Homo sapiens, 
protein disulfide isomerase related 
protein (calcium-binding protein, 
intestinal-related), clone MGC:8346, 
mRNA, complete cds. /FEA=mRNA 
/PROD=protein disulfide isomerase 
related protein(calcium-binding protein, 
intestinal-related) /DB_XREF=gi: 1 265331 2 
/UG=Hs.93659 protein disulfide 
isomerase related protein (calcium- 
binding protein, intestinal-related) 
/FL=abBC000425 1 abBC001928 1 


BC000425 




NP_004902 


208663_s_at 


0.018693 


Consensus includes gb:AI652848 
/FEA=EST /DB XREF=gi:4736827 
/DB_XREF=est:wb40a04.x1 
/CLONE=IMAGE:2308110 
/UG=Hs.118174 tetratricopeptide repeat 
domain 3 /FL=gb:D84294.1 


D84294 




NP_003307 


208690_s_at 


0.034721 


gb:BC000915.1 /DEF=Homo sapiens, 
Similar to LIM protein, clone MGC:5344, 
mRNA, complete cds. /FEA=mRNA 
/PROD=Similar to LIM nrntpin 
/DB_XREF=gi: 126541 94 /UG=Hs.75807 
PDZ and LIM domain 1 (elfin) 
/FL=gb:BC000915.1 


BC000915 




NP_066272 


208702_x_at 


0.025284 


Consensus includes gb:AI525212 
/FEA=EST /DB_XREF=gi:4439347 
/DB_XREF=est:pt1.1-2.A08.r 
/UG=Hs.279518 amyloid beta (A4) 
precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NP_001633 
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20871 4_at 


0.034721 


gb:AF092131.1 /DEF=Homo sapiens 
51kDa subunit of NADH dehydrogenase 
mRNA, complete cds. /FEA=mRNA 
/PROD=51kDa subunit of NADH 
dehydrogenase /DB_XREF=gi:51 38911 
/UG^Hs 7744 NADH dehvdroaenase 
(ubiquinone) flavoprotein 1 (51 kD) 
/FL=gb:AF053070.1 gb:AF092131.1 
gb:NM_007103.1 


AF092131 




NP_009034 


208722_s_at 


0.018023 


gb:BC001081.1 /DEF=Homo sapiens, 
anaphase-promoting complex subunit 5, 
clone MGC:2750, mRNA, complete cds. 
/FEA=mRNA /PROD=anaphase- 
promoting complex subunit 5 
/DB_XREF=gi: 12654502 /UG=Hs.7101 
ananhase-oromotina comolex subunit 5 
/FL=gb:BC001081.1 gb:BC001950.1 
gb:AF191339.1 gb:NM_016237.1 


BC001081 




NP_057321 


208723_at 


0.018693 


gb:BC000350.1 /DEF=Homo sapiens, 
ubiquitin specific protease 11, clone 
MGC:8620, mRNA, complete cds. 
/FEA=mRNA /PROD=ubiquitin specific 
protease 11 /DB XREF=gi:12653164 
/UG=Hs.171501 ubiquitin specific 
protease 11 /FL=gb:BC000350.1 
gb:U44839.1 gb:NM 004651.1 


BC000350 




NP_004642 
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208727_s_at 


0.046749 


gb:BC002711.1 /DEF=Homo sapiens, 
cell division cycle 42 (GTP-binding 
protein, 25kD), clone MGC:3497, 
mRNA, complete cds. /FEA=mRNA 
/PROD=cell division cycle 42 (GTP- 
binding protein, 25kD) 

/DR XRFF=nM98rn74fi /U(^=H<; 14fidOQ 
/uD_Ar\Lr — yi. i^ouo/hu / uo — no. i hohui? 

cell division cycle 42 (GTP-binding 
protein, 25kD) /FL=gb:BC002711.1 
gb:BC003682.1 gb:M57298.1 
gb:NM_001791.1 


BC00271 1 




NP_426359 


208735_s_at 


0.046749 


gb:AF022231.1 /DEF=Homo sapiens 

unknown protein mRNA, complete cds. 

/FEA=mRNA /PROD=unknown protein 

/DR XREF=ai*410^^1Q /UC5=l-k IRftfifiQ 

Pon^prvpH ripnp pmnlifipH in 
wiioci vcu yci ic ai i ipm icu in 

osteosarcoma /FL=gb:AF000152.1 
gb:AF022231.1 


AF022231 




NP_005721 


208755 x at 


0.034721 


H3 histone, family 3A 


BF312331 


Hs. 181 307 


NP 002098 


208758_at 


0.034721 


gb:D89976.1 /DEF=Homo sapiens 
mRNA for 5-aminoimidazole-4- 
carboxamide ribonucleotide 
transformylase, complete cds. 
/FEA=mRNA /PROD=5-aminoimidazole-4- 
carboxamide ribonucleotidetransformylase 
/DB_XREF=gi:2317691 /UG=Hs.90280 5- 
aminoimidazole-4-carboxamide 
ribonucleotide formyltransferaselMP 

r»vHr&h\/Hmlaco /PI — nhvl \*k7A 1 
oyuiunyui uiaotJ /ri_— yu.uor *too. i 

gb:D82348.1 gb:D89976.1 
gb:NM_004044.1 


D89976 




NP_004035 


208835_s_at 


0.018023 


cisplatin resistance-associated 
overexpressed protein 


AW089673 


Hs.3688 


NP_057508 
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208853_s_at 


0.046749 


gb:L18887.1 /DEF=Human calnexin 
mRNA, complete cds. /FEA=mRNA 
/PROD=calnexin /DB XREF=ar306480 
/UG=Hs. 155560 calnexin 
/FL=gb:NM 001746.1 gb:BC003552.1 
gb:M94859.1 gb:M98452.1 gb:L10284.1 
gb:L18887.1 


L18887 




NP_001737 


208875_s_at 


0.025284 


Consensus includes gb:BF796470 
/FFA=F^T /DR XRFF=ni'19101 c i?4 

/DB_XREF=est:602259926F1 
/CLONE=IMAGE:4342999 
/UG=Hs.284275 Homo sapiens PAK2 
mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 






208876_s_at 


0.046749 


Consensus includes gb:AI076186 
/FEA=EST /DB XREF=ar3405364 
/DB_XREF=est:oz01g01.x1 
/CLONE=IMAGE:1674096 
/UG=Hs.284275 Homo sapiens PAK2 
mRNA, complete cds 
/FL=gb:AF092132.1 


AF092132 






20891 0_s_at 


0.025284 


gb:L04636.1 /DEF=Homo sapiens pre- 
mRNA splicing factor 2 p32 subunit 
(SF2p32) mRNA, complete cds. 
/FEA=mRNA /PROD=splicing factor 

comolement comoonent 1 a 
subcomponent binding protein 
/FL=gb:NM 001212.2 gb:BC000435.1 
gb:L04636.1 


L04636 




NP_001203 


208927 at 


0.034721 


speckle-type POZ protein 


BF673888 


Hs.129951 


NP 003554 
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208934_s_at 


0.03018 


gb:AF342815.1 /DEF=Homo sapiens 
colorectal carcinoma-derived galectin-8 
variant I mRNA, complete cds. 
/FEA=mRNA /PROD=colorectal I 
carcinoma-derived galectin-8 variantl 
/DB XREF=ai- 13249298 /UG=Hs 4082 
lectin, galactoside-binding, soluble, 8 
(aalectin 8^ /FL=ab*AF'342815 1 
gb:L78132.1 gb:AF074000.1 
gb:NM_006499.1 


AF342815 




NP_006490 


208965_s_at 


0.036254 


interferon, gamma-inducible protein 16 


BG256677 


Hs. 155530 


NP_005522 


208997_s_at 


0.034721 


gb:U82819.1 /DEF=Homo sapiens UCP2 
mRNA, complete cds. /FEA=mRNA 
/PROD=UCP2 /DB_XREF=gi: 1877473 
/UG=Hs 80658 uncouDlina nrotpin 2 
(mitochondrial, proton carrier) 
/FL=ab NM 003355 2 abU76367 1 
gb:U82819^1 gb:U94592.1 


U82819 




NP_003346 


209050_s_at 


0.018023 


ral guanine nucleotide dissociation 
stimulator 


AI421559 


Hs.396157 


NP_006257 


209057_x_at 


0.034721 


gb:AB007892.1 /DEF=Homo sapiens 
KIAA0432 mRNA, complete cds. 
/FEA=mRNA /GEN=KIAA0432 
/DB XREF=ar28874'34 /Un=H<? 155174 

CDC5 (cell division cycle 5, S. pombe, 
homolog)-like /FL=gb:NM_001 253.1 
gb:U86753.1 gb:AB007892.1 


AB007892 






209092_s_at 


0.018023 


gb:AF061730.1 /DEF=Homo sapiens 
clone 016b03 My027 protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=My027 protein 
/DB_XREF=gi: 12001 995 /UG=Hs.279061 
CGI-150 protein /FL=gb:AF061 730.1 
gb:AF151908.1 gb:NM_016080.1 


AF061730 




NP_057164 
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209128_s_at 


0.025284 


gb:D63879.1 /DEF=Human mRNA for 

KIAA0156 gene, complete cds. 

/FEA=mRNA /GEN=KIAA0156 

/DB XREF=ar961449 /UG=Hs 116875 

KIAA0156 gene product 

/FL=gb:AB020880.1 gb:NM_014706.1 

gb:D63879.1 


D63879 




NP_055521 


209136 s at 


0.018973 


ubiquitin specific protease 10 


BG390445 


Hs.78829 


NP 005144 


209143_s_at 


0.046749 


gb:AF005422.1 /DEF=Homo sapiens ; 
reticulocyte pICIn mRNA, complete cds. 
/FEA=mRNA /PROD=reticulocyte pICIn 
/DB_XREF=gi:2209234 /UG=Hs.84974 
rhlnriHp phannpl nnHpntidp-^pn^iti\/p 1A 
/FL=abU53454 1 abAF005422 1 
gb:AF026003.1 gb:NM 001293.1 
gb:U17899.1 


AF005422 




NPJD01284 


209146 at 


0.025284 


sterol-C4-methyl oxidase-like 


AV704962 


Hs.239926 


NP 006736 


209177_at 


0.034721 


gb:BC002873.1 /DEF=Homo sapiens, 
Similar to nuclear protein E3-3 orfl, 
clone MGC: 10527, mRNA, complete 
rrta /FFA=mRNA /PROn=^imilar tn 

Uio. /r i_n — iiirviNr^ iv rwu — on much wj 
niiHpar nrntpin F*3-^ orfl 

1 lUvvlCCII yjt UlCII 1 i_o O Ul 1 1 

/DB_XREF=gi: 12804040 /UG=Hs.31387 
DKFZP564J0123 protein 
/FL=gb:BC002873.1 


BC002873 






209197 at 


0.018222 


synaptotagmin XI 


AA626780 


Hs.380439 


NP 689493 


209198_s_at 


0.018023 


gb:BC004291.1 /DEF=Homo sapiens, 
Similar to synaptotagmin 11, clone 
MGC: 10881, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
synaptotagmin 11 

/DB_XREF=gi: 1 32791 39 /UG=Hs.74554 
KIAA0080 protein /FL=gb:BC004291.1 


BC004291 




NP_689493 
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209258_s_at 


0.049425 


Consensus includes gb:AI373676 
/FEA=EST /DB_XREF=gi:41 53542 
/DB XREF=estaz53h11 x1 
/CLONE=IMAGE:2030661 /UG=Hs.24485 
chondroitin sulfate proteoglycan 6 
(bamacan) /FL=gb:AF020043.1 
gb:NM_005445.1 gb:AF067163.1 


NM_005445 




NP_005436 


209263_x_at 


0.034721 


gb:BC000389.1 /DEF=Homo sapiens, 
transmembrane 4 superfamily member 
7, clone MGC:8437, mRNA, complete 
cds. /FEA=mRNA 

/PROD=transmembrane 4 superfamily 
member 7 /DB_XREF=gi: 12653240 
/UG=Hs 26518 transmembrane 4 
superfamily member 7 
/FL=gb:BC000389.1 gb:AF022813.1 
gb:AF054841.1 gb:NM_003271.1 


BC000389 




NP_003262 


209274_s_at 


0.046749 


gb:BC002675.1 /DEF=Homo sapiens, 
Similar to CG8198 gene product, clone 
MGC:4276, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to CG8198 
gene product /DB_XREF=gi: 12803678 
/UG=Hs. 177776 hypothetical protein 
MGC4276 similar to CG8198 
/FL=gb:AF284752.1 gb:BC002675.1 


BC002675 




NP_1 12202 
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209275_s_at 


0.049425 


gb:AF01 5593.1 /DEF=Homo sapiens 
CLN3 protein (CLN3) mRNA, complete 
cds. /FEA=mRNA /GEN=CLN3 
/PROD=CLN3 protein 
/DB_XREF=gi:41 02728 /UG=Hs. 1 94660 
ceroid-lipofuscinosis, neuronal 3, juvenile 
(Batten, Spielmeyer-Vogt disease) 
/FL=gb:U32680.1 gb:BC002394.1 
gb:BC004433.1 gb:AF01 5593.1 
gb:NM_000086.1 gb:AF078169.1 

gb:AF077958.1 gb:AF077959.1 
gb:AF077961.1 gb:AF077962.1 
gb:AF077966.1 gb:AF077971.1 


AF015593 




NP_000077 


209340_at 


0.034721 


gb:S73498.1 /DEF=Homo sapiens AgX-1 
antigen mRNA, complete cds. 
/FEA=mRNA /PROD=AgX-1 antigen 

UDP-N-acteylglucosamine 
pyrophosphorylase 1 /FL=gb:AB01 1004.1 
gb:NM_003115.1 gb:S73498.1 


S73498 




NP_003106 


209358_at 


0.046749 


gb:AF1 18094.1 /DEF=Homo sapiens 
PR02134 mRNA, complete cds. 
/FEA=mRNA /PROD=PR02134 
/DB_XREF=gi:6650833 /UG=Hs.83126 

TATA hfw hinHinn nrntoin /TRP\- 

1 /A 1 AA UUA UlllUlliy fJIUltlll ^ 1 Dry" 

associated factor, RNA polymerase II, 1, 
28kD /FL=gb:D63705.1 gb:NM 005643.1 
gb:AF1 18094.1 


AF1 18094 




NP_005634 


209379_s_at 


0.034721 


gb:AF241 785.1 /DEF=Homo sapiens 
NPD012 (NPD012) mRNA, complete 
cds. /FEA=mRNA /GEN=NPD012 
/PROD=NPD01 2 /DB_XREF=gi: 1 2005486 
/UG=Hs.81897 KIAA1128 protein 
/FL=gb:AF24 1785.1 


AF241785 




NP_061872 
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209389_x_at 


0.034721 


gb:M15887.1 /DEF=Human endozepine 
(putative ligand of benzodiazepine 
receptor) mRNA, complete cds. 
/FEA=mRNA /DB_XREF=gi:181960 
/UCn=Hc; 7R88R riia7prv*m hinriinn 

inhibitor (GABA receptor modulator, acyl- 
Coenzyme A binding protein) 
/FL=gb:M15887.1 


M15887 




NPJJ65438 


209430_at 


0.046749 


Consensus includes gb:AJ001017.2 
/DEF=Homo sapiens partial mRNA for 
TBP-associated factor 170 (TAFII170). 
/FFA=mRNA /GFN=TAFII170 
/PROD=TBP associated factor 
/DB_XREF=gi:7018281 /UG=Hs.180930 
TBP-associated factor 172 
/FL=gb:AF038362.1 


AJ001017 




NP_003963 


209434_s_at 


0.023856 


gb:U00238.1 /DEF=Homo sapiens 
glutamine PRPP amidotransferase 
(GPAT) mRNA, complete cds. 
/FEA=mRNA /GEN=GPAT 

/PROn=nlutaminp PRPP 
/ 1 i\ v./ y i u La 1 1 1 1 1 1 c i r\i i 

amidotransferase /DB_XREF=gi:404860 
/UG=Hs.311 phosphoribosyl 
pyrophosphate amidotransferase 
/FL=gb:U00238.1 


U00238 




NP_002694 


209436_at 


0.049425 


Consensus includes gb:AB01 8305.1 
/DEF=Homo sapiens mRNA for 
KIAA0762 protein, partial cds. 
/FEA=mRNA /GEN=KIAA0762 
/PROD=KIAA0762 protein 
/DB_XREF=gi:3882244 /UG=Hs.5378 
spondin 1, (f-spondin) extracellular 
matrix protein /FL=gb:AB051 390.1 


AB018305 




NP_006099 
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209447_at 


0.046749 


gb:AF043290.1 /DEF=Homo sapiens 
lymphocyte membrane associated 
protein (8B7) mRNA, complete cds. 
/FEA=mRNA /GEN=8B7 

/ 1 l\UU — 1 y 1 1 IjJI lUL/y Lc 1 1 ICI 1 lUI CM IC 

associated protein 

/DB_XREF=gi:2895592 /UG=Hs.8182 
synaptic nuclei expressed gene 1b 
/FL=gb:AF043290.1 


AF043290 




NP_598411 


209457_at 


0.018023 


gb:U16996.1 /DEF=Human protein 
tyrosine phosphatase mRNA, complete 
cds. /FEA=mRNA /PROD=protein 

lyiL/olllc \J\ lUopI IcHdot; 

/DB_XREF=gi:642012 /UG=Hs.2128 dual 
specificity phosphatase 5 
/FL=gb:NM 004419.2 gb:U16996.1 
gb:U15932.2 


U16996 




NP_004410 


209477_at 


0.018444 


gb:BC000738.1 /DEF=Homo sapiens, 
emerin (Emery-Dreifuss muscular 
dystrophy), clone MGC:2126, mRNA, 
complete cds. /FEA=mRNA 
/PROD=emerin (Emery-Dreifuss 
muscuiar uysiropnyj 
/DB_XREF=gi: 12653890 /UG=Hs.2985 
emenn ^tzrnery-LjreiTUSS muscuiar 
dystrophy) /FL=gb.BC000738.1 
gb:NM_000117.1 


BC000738 




NP_000108 


209489_at 


0.018023 


CUG triplet repeat, RNA binding protein 1 


N25915 


Hs.81248 


NP_006551 


209503_s_at 


0.038017 


gb:AF035309.1 /DEF=Homo sapiens 

/FEA=mRNA /DB_XREF=gi:2661070 
/UG=Hs 79387 nroteasome forosome 
macropain) 26S subunit, ATPase, 5 
/FL=gb:AF035309.1 


AF035309 






209534_x_at 


0.025284 


A kinase (PRKA) anchor protein 13 


BF222823 


Hs.301946 


NP_658913 
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209535_s_at 


0.036254 


gb:AF1 27481.1 /DEF=Homo sapiens non 
ocogenic Rho GTPase-specific GTP 
exchange factor (proto-LBC) mRNA, 
complete cds. /FEA=mRNA /GEN=proto- 
LBC /PROD=non-ocogenic Rho GTPase- 
bpcuiiiu \j i r excnangeiacior 
/DB_XREF=gi:51 9931 5 /UG=Hs.301946 
lymphoid blast crisis oncogene 
/FL=gb:AF127481.1 


AF1 27481 




NP_658913 


209584_x_at 


0.018023 


gb:AF1 65520.1 /DEF=Homo sapiens 
pnorDuiin i protein [roi) iTikina, 
complete cds. /FEA=mRNA /GEN=PBI 
/PROD=phorbolin 1 protein 
/DB_XREF=gi:9294746 /UG=Hs.8583 
similar to APOBEC1 /FL=gb:AF1 65520.1 


AF1 65520 




NP_055323 


209586_s_at 


0.046749 


gb:AF1 23539.1 /DEF=Homo sapiens 
cione iho prune proiein rrir\i\ir\, 
complete cds., alternatively spliced. 
/FEA=mRNA /PROD=prune protein 
/DB_XREF=gi:12655791 /UG=Hs.78524 
TcD37 homolog /FL=gb:AF123539.1 


AF123539 




NP_067045 


209608_s_at 


0.018023 


gb:BC000408.1 /DEF=Homo sapiens, 
acetyl-Coenzyme A acetyltransferase 2 
(acetoacetyl Coenzyme A thiolase), 
clone MGC:8573, mRNA, complete cds. 
/FEA=mRNA /PROD=acetyl-Coenzyme A 
acetyltransferase 2(acetoacetyl 
Coenzyme A thiolase) 
/UD_Ar\izr— gi. izoooz/o /Uvj-nS.Z/o044 
acetvl-Coenzvme A aceh/ltran^fera^p 9 
(acetoacetyl Coenzyme A thiolase) 
/FL=gb:BC000408.1 


BC000408 




NP_005882 


209626 s at 


0.036254 


oxysterol binding protein-like 3 


AI202969 


Hs. 197955 


NP 663164 
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209627_s_at 


0.034317 


gb:AY008372.1 /DEF=Homo sapiens 
oxysterol binding protein-related protein 
3 (ORP3) mRNA, complete cds. 

/l L_r\— 1 1 IfxlN/A /OLIN-UrxrO 

/PROD=oxysterol binding protein-related 
protein 3 /DB_XREF=gi: 10880972 
/UG=Hs. 197955 KIAA0704 protein 
/FL=gb:AY008372.1 


AY008372 




NP_663164 


209705_at 


0.026013 


Consensus includes gb:BG033764 

/"Ln-Col /UD ArxCr- yl. 1 ZhZOZZO 

/DB_XREF=est:602302025F1 
/CLONE=IMAGE:4403238 /UG=Hs.31016 
putative DNA binding protein 
/FL=gb:AF073293.1 * 


AF073293 




NP_031384 


209741_x_at 




nh'AF11Q814 1 /nFF=Hnmn Q^nipnc 
yu.nr i ii?o i / i — nuinu odpit;iio 

MSTP063 mRNA, complete cds. 
/FEA=mRNA /PROD=MSTP063 
/DB_XREF=gi: 1 2056567 /UG=Hs.285848 
KIAA1454 protein /FL=gb:AF 119814.1 


AF1 1QR14 
nr I lyo l*t 




NP_065894 


209780_at 


0.034721 


gb:AL1 36883.1 /DEF=Homo sapiens 
mRNA; cDNA DKFZp434D166 (from 
clone DKFZp434D166); complete cds. 
/FEA=mRNA /GEN=DKFZp434D166 
/PROD=hvnothptiral nrntpin 
/DB_XREF=gi: 1 2053266 /UG=Hs. 1 28653 
hypothetical protein DKFZp564F013 
/FL=gb:AL1 36883.1 


AL1 36883 




NP_065165 
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209791_at 


0.034721 


Consensus includes gb:AL049569 : 
/DEF=Human DNA sequence from clone 
RP1-37C10 on chromosome 1p35.2- 
35.21. Contains the gene for the 
ortholog of mouse and rat PDI (protein- 
arginine deiminase (KIAA0994, EC 
3.5.3.15, peptidylarginine deiminase)), 
the SDHB gene for succinate 
dehydrogenase... /FEA=mRNA_4 ■ 
/UB_Ar\tr— gi.O^uoUo I /Ub-nS.oj^Oj 
peptidyl arginine deiminase, type II 
/FL=gb:AB030176.1 


AL049569 






209815_at 


0.018444 


Consensus includes gb:BG054916 

/PCA-CCT /RR YRPP— 1Q 

/rcn-co i /UD_Ar\cr— gi. I £.0 I £. I iy 
/DB_XREF=est:nac92b02.x1 
/CLONE=IMAGE:3441 723 
/UG=Hs. 159526 patched (Drosophila) 
homolog /FL=gb:U43148.1 


U43148 




NP_000255 


209824_s_at 


0.034721 


gb:AB000812.1 /DEF=Homo sapiens 
mRNA for BMALIb, complete cds. 

/htA-ITIKlNA /rKUU-bMALl D 

/DB_XREF=gi:2094734 /UG=Hs.74515 
aryl hydrocarbon receptor nuclear 
translocator-like /FL=gb:AB000812.1 
gb:AF044288.1 


AB000812 




NP_001169 


209835_x_at 


0.034721 


gb:BC004372.1 /DEF=Homo sapiens, 
Similar to CD44 antigen (homing 
function and Indian blood group 
system), clone MGC: 10468, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to CD44 antigen 
(homing function andlndian blood group 

<;v<;tpm^ /HR XRFF=nr 1^19^1 17 
oyoici \\j i vj\-> /\ i \ i_ i — ui. ioj^j i i / 

/UG=Hs. 169610 CD44 antigen (homing 
function and Indian blood group system) 
/FL=gb:BC004372.1 


BC004372 




NP_000601 



Page 98 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


209839_at 


0.034721 


gb:AL136712.1 /DEF=Homo sapiens 
mRNA; cDNA DKFZp566K013 (from 
clone DKFZp566K013); complete cds. 

/PROD=hypothetical protein | 
/DB_XREF=gi: 12052943 /UG=Hs.33578 
KIAA0820 protein /FL=gb:AL136712.1 


AL136712 




NP_056384 


209862_s_at 


0.046749 


gb:BC001233.1 /DEF=Homo sapiens, 
Similar to KIAA0092 gene product, 
clone MGC:4896, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 
KIAA0092 gene product 
/DB_XREF=gi: 12654780 /UG=Hs.134158 

gene product, clone MGC:4896, mRNA, 
complete cds /FL=gb:BC001233.1 


BC001233 




NP_055494 


209881_s_at 


0.03002 


gb:AF036905.1 /DEF=Homo sapiens 
linker for activation of T cells (LAT) 
mrxiNM, compieie cas. /rtn- mrciNM 
/GEN=LAT /PROD=LAT 
/DB_XREF=gi:2828023 /UG=Hs.83496 
linker for activation of T cells 
/FL=gb:AF036905.1 


AF036905 




NP_055202 


209892_at 


0.02008 


Consensus includes gb:AF305083.1 
/DEF=Homo sapiens alpha(1,3)- 
fucosy transferase IV (FUTIV) gene, 3 
UTR. /FEA=mRNA 

/DB XREF=aM1 096240 /UG=Hs2173 
fucosyltransferase 4 (alpha (1,3) 
fucosyltransferase, myeloid-specific) 
/FL=gb:M58596.1 gb:M58597.1 
gb:NM_002033.1 


AF305083 




NP_002024 
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209903_s_at 


0.034721 


gb:U49844.1 /DEF=Human FRAP-related 
protein (FRP1) mRNA, complete cds. 
/FEA=mRNA /GEN=FRP1 /PROD=FRAP- 

relator! nrntoin /HR YRFP-ni- 1 9^Qfi1 

icidicu proicin /ud AiMir- yi. i^ooyu i 

/UG=Hs.77613 ataxia telangiectasia and 
Rad3 related /FL=gb:tl49844.1 
gb:U76308.1 gb:NM_001 184.1 


U49844 




NP_001175 


209969_s_at 


0.018023 


gb:BC002704.1 /DEF=Homo sapiens, 
Similar to signal transducer and 
activator of transcription 1, 91 kD, clone 
MGC:3493, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to signal 
transducer and activator oftranscription 
1, 91 kD /DB_XREF=gi: 12803734 
/uo-nbz i*too biyridi irdiisaucer ana 
activator of transcription 1, 91 kD 
/FL=gb:BC002704.1 


BC002704 




NP_644671 


210007_s_at 


0.045316 


gb:U36310.1 /DEF=Human glycerol-3- 
phosphate dehydrogenase mRNA, 
nuclear gene encoding mitochondrial 
protein, complete cds. /FEA=mRNA 

/PROD=nlvrprol-^-nhn<;nhatp 

dehydrogenase /DB_XREF=gi: 1020314 
/UG=Hs.93201 glycerol-3-phosphate 
dehydrogenase 2 (mitochondrial) 
/FL=gb:U36310.1 


U36310 




NP_000399 
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210038_at 


0.018693 


Consensus includes gb:AL1 37145 
/DEF=Human DNA sequence from clone 
RP11-563J2 on chromosome 10 
Contains ESTs, STSs, GSSs and a 
CpG island. Contains a novel 
pseudogene and the 3 part of the 
PRKCQ gene for protein kinase C theta 

/FFA=mRNA /OR XRFF=ni Q^ft1 

/UG=Hs.211593 protein kinase C, theta 
/FL=gb:L07032.1 gb:NM 006257.1 
gb:L01087.1 


AL137145 






210046_s_at 


0.018023 


gb:U52144.1 /DEF=Human isocitrate 
dehydrogenase mRNA, complete cds. 

/FFA=mRNA /PROD=i^nritratp 
dehydrogenase /DB_XREF=gi: 1277202 
/UG=Hs.5337 isocitrate dehydrogenase 2 
(NADP+), mitochondrial /FL=gb:U52144.1 


U52144 






210057_at 


0.038017 


gb:U32581.2 /DEF=Homo sapiens 
lambdaiota protein kinase C-interacting 
protein mRNA, complete cds. 

/rCn- iTllAlNM /rr\UU- I dill Dual Ola prOiein 

kinase C-interactingprotein 
/DB_XREF=gi:554201 5 /UG=Hs. 1 68052 
KIAA0421 protein /FL=gb:U32581.2 


U32581 




NP_055907 


210105_s_at 


0.025284 


gb:M14333.1 /DEF=Homo sapiens c-syn 
protooncogene mRNA, complete cds. 
/FEA=mRNA /DB_XREF=gi:181171 
/UG=Hs. 169370 FYN oncogene related 
to SRC, FGR, YES /FL=gb:M14333.1 
gb:M 14676.1 gb:NM 002037.1 


M 14333 




NP_694593 
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210116_at 


0.036254 


gb:AF072930.1 /DEF=Homo sapiens 
clone 14 T cell signal transduction 
molecule SAP mRNA, complete cds. 
/FEA=mRNA /PROD=T cell signal 
transduction molecule SAP 
/DB_XREF=gi:3695068 /UG=Hs.1 51544 
ori/i aomain proiein ia, uuncans 
disease (lymphoproliferative syndrome) 
/FL=gb:AF072930.1 gb:AF073019.1 
gb:AF100541.1 gb:NM_002351.1 


AF072930 




NP_002342 


210137_s_at 


0.018023 


gb:BC001286.1 /DEF=Homo sapiens, 
Similar to dCMP deaminase, clone 
ivioo.o iou, iTirxiNM, complete cus. 
/FEA=mRNA /PROD=Similar to dCMP 
deaminase /DB_XREF=gi: 12654884 
/UG=Hs.76894 dCMP deaminase 
/FL=gb:BC001286.1 


BC001286 




NP_001912 


210148_at 


0.025284 


gb:AF305239.1 /DEF=Homo sapiens Fas 
interacting serinethreonine kinase 3 
(FIST3) mRNA, complete cds. 
/FEA=mRNA /GEN=FIST3 /PROD=Fas- 
interacting sennetnreonine Kinase o 
/DB_XREF=gi:10998781 /UG=Hs.30t48 
homeodomain-interacting protein kinase 
3 /FL=gb:AF305239.1 


AF305239 




NP_005725 


210193_at 


0.034317 


gb:D28114.1 /DEF=Human mRNA for 
MOBP (myelin-associated 
oligodendrocytic basic protein), complete 
cds clon^ hOPRP? /FFA=mRNA 

V/Uj, ^iui ivj i iv/rrvr^. / i i_rA — 1 1 11 \ in/a 

/PROD=MOBP /DB_XREF=gi:662277 
/UG=Hs. 169309 myelin-associated 
oligodendrocyte basic protein 
/FL=gb:D28114.1 


D28114 




NP_006492 
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210235_s_at 


0.049425 


gb:U22815.1 /DEF=Human LAR- 
interacting protein 1a mRNA, complete 
cds. /FEA=mRNA /PROD=LAR- 

iiiitJi duui iy piULdii id 

/DB_XREF=gi:930340 /UG=Hs. 183648 
protein tyrosine phosphatase, receptor 
type, f polypeptide (PTPRF), interacting 
protein (liprin), alpha 1 /FL=gb:U22815.1 


U22815 




NP_803172 


210257_x_at 


0.018023 


gb:AF21 2995.1 /DEF=Homo sapiens 

r^nllin PI II AR (C\ II 4R\ mPMA rnmnbto 

C/Uiiin L/UL*fD ^ulhd) ill ixInm, complete 
cds. /FEA=mRNA /GEN=CUL4B 
/PROD=cullin CUL4B 
/DB_XREF=gi: 1 32591 26 /UG=Hs. 1 55976 
cullin 4B /FL=gb:AF21 2995.1 


AF212995 




NP_003579 


210266_s_at 


0.025284 


gb:AF220137.1 /DEF=Homo sapiens 
tripartite motif protein TRIM33 beta 
mRNA, complete cds; alternatively 

motif protein TRIM33 beta 
/DB_XREF=gi: 12407442 /UG=Hs.287414 
transcriptional intermediary factor 1 
gamma /FL=gb:AF220137.1 


AF220137 




NP_1 48980 


210276_s_at 




gu.Mrzo i uou. i /ucr- nomo sapiens 
Tara mRNA, complete cds. 
/FEA=mRNA /PROD=Tara 
/DB_XREF=gi: 12006357 /UG=Hs.40342 
putative nuclear protein 
/FL=gb:AF281 030.1 gb:BC003618.1 


MrZo I UOU 




NP_619538 


210279_at 


0.018023 


gb:AF261 135.1 /DEF=Homo sapiens 
GPR18-iso mRNA comnlptp cd<; 
/FEA=mRNA /PROD=GPR18-iso 
/DB_XREF=gi: 1 200591 9 /UG=Hs.88269 
Homo sapiens clone IMAGE: 18371 89, 
mRNA sequence /FL=gb:AF261 135.1 


AF261135 




NP_005283 
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210285_x_at 


0.034721 


gb:BC000383.1 /DEF=Homo sapiens, 
Wilms tumour 1-associating protein, 
clone MGC:8419, mRNA, complete cds. 
/FEA=mRNA /PROD=Wilms tumour 1- 
associating protein 

/DR XRFF=ni-19R«i^57fi /llfi=H«:11Q 
iUD_Ar\ur~ui. i^ujozzo (Uvj no. i 19 

Wilms tumour 1-associating protein 
/FL=gb:BC000383.1 gb:BC004432.1 


BC000383 




NP_690597 


210321_at 


0.045316 


gb:M36118.1 /DEF=Human cytotoxin 
serine protease-C mRNA, complete cds. 

/FFAzmRNIA /nR Y RPF-ni- 1 A1 1M 
/ 1 E-AA— 1 1 lrxiNM /UD_Ar\Cr- yi. IOI 1 DO 

/UG=Hs.1051 granzyme B (granzyme 2, 
cytotoxic T-lymphocyte-associated serine 
esterase 1) /FL=gb:M36118.1 


M36118 






210354_at 


0.018222 


gb:M29383.1 /DEF=Human interferon- 

ydiiiiiid ^nui riN-ydiiii iid/ iiir\iMA, 
complete cds. /FEA=mRNA 
/DB_XREF=gi:186514 /UG=Hs.856 
interferon, gamma /FL=gb:NM 000619.1 
gb:M29383.1 


M29383 




NP_000610 


210357_s_at 


0.020576 


gb:BC000669.1 /DEF=Homo sapiens, 
Similar to hypothetical protein, clone 
ivioo. iuiu, rniAiNM, complete cus. 
/FEA=mRNA /PROD=Similar to 
hypothetical protein 

/DB_XREF=gi:12653766 /UG=Hs.92374 
hypothetical protein /FL=gb:BC000669.1 


BC000669 




NP_787036 


210389_x_at 


0.034721 


gb:BC000258.1 /DEF=Homo sapiens, 
Similar to delta-tubulin, clone 
MGC'2619 mRNA comolete cds 
/FEA=mRNA /PROD=Similar to delta- 
tubulin /DB_XREF=gi: 12652994 
/UG=Hs.270847 delta-tubulin 
/FL=gb:BC000258.1 


BC000258 




NP_057345 



Page 104 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


210396_s_at 


0.034721 


gb:AF271775.1 /DEF=Homo sapiens 
DC4Q mRNA mmnlptp rci^ 
/FEA=mRNA /PROD=DC49 
/DB_XREF=gi: 12006206 /UG=Hs.307093 
Homo sapiens DC49 mRNA, complete 
cds /FL=gb:AF271 775.1 


AF271775 






210438_x_at 


0.018023 


gb:M25077.1 /DEF=Human SS-ARo 
ribonucleoprotein autoantigen 60 kd 
subunit mRNA, complete cds. 

/ \ C/A—l I IrxlN/A IUD /\r\u.i — Ljl.OO I QUO 

/UG=Hs.554 Sjogren syndrome antigen 
A2 (60kD, ribonucleoprotein autoantigen 
SS-ARo) /FL=gb:M25077.1 


M25077 




NP_004591 


210448_s_at 


0.031704 


gb:U49396.1 /DEF=Human ionotropic 
ATP receptor P2X5b mRNA, complete 
cds /FEA=mRNA /PROD=P9X5h 
/DB_XREF=gi: 1552523 /UG=Hs.77807 
purinergic receptor P2X, ligand-gated 
ion channel, 5 /FL=gb:U49396.1 
gb:AF070573.1 


U49396 




NP_778256 


210449_x_at 


0.027792 


gb:AF1 00544.1 /DEF=Homo sapiens 
stress-activated protein kinase 2a 
(CSBP) mRNA, complete cds. 
/FEA=mRNA /GEN=CSBP /PROD=stress- 
activated nrotein kinase 2a 
/DB_XREF=gi:7109716 /UG=Hs.79107 
mitogen-activated protein kinase 14 
/FL=gb:BC000092.1 gb:L35264.1 
gb:AF 100544.1 


AF1 00544 




NP_620583 
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210466_s_at 


0.046749 

V 


gb:BC002488.1 /DEF=Homo sapiens, 
Similar to DKFZP564M2423 protein, 
clone MGC:1357, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 

/DB_XREF=gi: 1 2803338 /UG=Hs. 1 65998 
PAI-1 mRNA-binding protein 
/FL=gb:BC002488.1 


BC002488 




NP_056455 


210502_s_at 


0.021165 


gb:AF042386.1 /DEF=Homo sapiens 
cyclophilin-33B (CYP-33) mRNA, 

rnmnl^tA rHc /FPA-mRMA /f^FN-PYP 
UUMipiclc OUb. /rCn- rilr\l\r\ /OCIN-OTr- 

33 /PROD=cyclophilin-33B 
/DB_XREF=gi:2828150 /UG=Hs.33251 
peptidylprolyl isomerase E (cyclophilin E) 
/FL=gb:AF042386.1 


AF042386 




NP_006103 


210513_s_at 


0.018023 


gb:AF091 352.1 /DEF=Homo sapiens 
vascular permeability factor 148 mRNA, 
complete cds. /FEA=mRNA 
/PROD=vascular permeability factor 148 
/DB_XREF=gi: 5901 560 /UG=Hs.73793 
vascular enaoineiiai growin Tacior 
/FL=gb:M32977.1 gb:AF022375.1 
gb:NM_003376.1 gb:AB021221.1 
gb:AF091 352.1 


AF091352 




NP_003367 


210514_x_at 


0.049425 


gb:AF226990.2 /DEF=Homo sapiens 
MHC class I antigen (HLA-G) mRNA, 
HLA-G1 allele, complete cds. 
/FEA=mRNA /GEN=HLA-G /PROD=MHC 
class I antigen /DB_XREF=gi:7245285 
/UG=Hs 73885 HLA-G histocomDatibilitv 
antigen, class 1, G /FL=gb:M90683.1 
gb:M32800.1 gb:NM 002127.1 
gb:AF226990.2 


AF226990 




NP_002118 
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210527_x_at 


0 01R999 

\J.\J 1 Ot-C.£- 


yu.L i i o*to. i lucr— nomo sapiens aipna- 
tubulin mRNA, complete cds. 
/FEA=mRNA /PROD=alpha-tubulin 
/DB_XREF=gi:306450 /UG=Hs.98102 
tubulin, alpha 2 /FL=gb:L1 1645.1 


L I ID^O 




NP_524575 


210528_at 


0.021165 


gb:AF01 0447.1 /DEF=Homo sapiens 
MHC class I related protein 1 isoform 
C (MR1C) mRNA, complete cds. 
/FEA=mRNA /GEN=MR1C /PROD=MHC 
class I related protein 1 isoform C 

/UD_Ar\tr-gi.4 llMZ^o /Uo-nS. IU \ oh\J 

major histocompatibility complex, class 1- 
like sequence /FL=gb:AF01 0447.1 


AF010447 




NP_001522 


210574_s_at 


0.046749 


gb:AF241 788.1 /DEF=Homo sapiens 
NPD011 (NPD011) mRNA, complete 

/PROD=NPD01 1 /DB_XREF=gi:12005492 
/UG=Hs.263812 nuclear distribution gene 
C (A.nidulans) homolog 
/FL=gb:AF241 788.1 


AF241788 




NP_006591 


210580_x_at 


0.025284 


gb:L25275.1 /DEF=Human estrogen 
sulfotransferase mRNA, complete cds. 
/FEA=mRNA /PROD=estrogen 

OUI IVJU CII lol CI ClOC / \-J L_> AlALI — Ul.tUJ lt*T 

/UG=Hs.274614 sulfotransferase family, 
cytosolic, 1A, phenol-preferring, member 
3 /FL=gb:L25275.1 


L25275 




NP_808220 
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210705_s_at 


0.046749 


gb:AF220028.1 /DEF=Homo sapiens 
tripartite motif protein TRIMS isoform 
delta (TRIMS) mRNA, complete cds; 
alternatively spliced. /FEA=mRNA 
/GEN=TRIM5 /PROD=tripartite motif 
protein TRIM5 isoform delta 
/DB_XREF=gi: 12407386 /UG=Hs.30445 
Homo sapiens tripartite motif protein 
TRIM5 isoform epsilon (TRIMS) mRNA, 
complete cds; alternatively spliced 
/FL=gb:AF220028.1 


AF220028 




NPJ49084 


210715_s_at 


0.034721 


gb:AF027205.1 /DEF=Homo sapiens 
Kunitz-type protease inhibitor (kop) 
mRNA, complete cds. /FEA=mRNA 
/GEN=kop /PROD=Kunitz-type protease 
inhibitor /DB_XREF=gi:2598967 
/UG=Hs.31439 serine protease inhibitor, 
Kunitz type, 2 /FL=gb:AF027205.1 


AF027205 




NP_066925 


210719_s_at 


0.036254 


gb:BC002552.1 /DEF=Homo sapiens, 
high-mobility group 20B, clone 
MGC:1965, mRNA, complete cds. 
/FEA=mRNA /PROD=high-mobility group 
20B /DB_XREF=gi: 12803454 
/UG=Hs.32317 high-mobility group 20B 
/FL=gb:BC002552.1 


BC002552 




NP_006330 


210731_s_at 


0.046749 


Consensus includes gb:AL136105 
/DEF=Human DNA sequence from clone 
RP4-670F13 on chromosome 1q42.2-43. 
Contains an enolase 1, (alpha) (EN01) 
pseudogene, the gene for Po66 
carbohydrate binding protein similar to 
soluble galactoside-binding lectin 8 
(galectin 8, LGALS8), the 3 end of ... 
/FEA=mRNA_3 /DB_XREF=gi:9801288 
/UG=Hs.4082 lectin, galactoside-binding, 
soluble, 8 (galectin 8) 
/FL=gb:AF342816.1 gb:AF074001.1 


AL136105 
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210778_s_at 


0.034317 


gb:BC002713.1 /DEF=Homo sapiens, 
Similar to Mad4 homolog, clone 
MGC"3542 mRNA corrmlete cds 

III W.UWTbj 1 1 II \l 1»>) vVI 1 lUlwlV/ OVJvJ. 

/FEA=mRNA /PROD=Similar to Mad4 
homolog /DB_XREF=gi: 12803750 
/UG=Hs. 102402 Mad4 homolog 
/FL=gb:BC002713.1 


BC002713 




NP_006445 


210840_s_at 


0.046749 


gb:D29640.1 /DEF=Human mRNA for 
KIAA0051 npnp romnlptp cd<5 
/FEA=mRNA /GEN=KIAA0051 
/DB_XREF=gi:473930 /UG=Hs.1742 IQ 
motif containing GTPase activating 
protein 1 /FL=gb:D29640.1 


D29640 




NP_003861 


210865_at 


0.018222 


gb:D38122.1 /DEF=Human mRNA for 
Fas ligand, complete cds. /FEA=mRNA 
/PROD=Fas ligand /DB_XREF=gi:601892 
/UG=Hs.2007 tumor necrosis factor 
flioand^ sunprfamilv member 6 
/FL=gb:NM_000639.1 gb:U11821.1 
gb:D38122.1 gb:U08137.1 


D38122 




NP_000630 


210879_s_at 


0.036254 


gb:AF334812.1 /DEF=Homo sapiens 
Rab11 interacting protein Rip11a 

mRMA nomnlpfp rrl^ /FFA=mRMA 

/PROD=Rab11 interacting protein Rip11a 
/DB_XREF=gi: 13377896 /UG=Hs.24557 
KIAA0857 protein /FL=gb:AF334812.1 


AF334812 




NP_056285 


210916_s_at 


0.046749 


gb:AF098641.1 /DEF=Homo sapiens 
CD44 isoform RC (CD44) mRNA, 
complete cds. /FEA=mRNA /GEN=CD44 
/PROD=CD44 isoform RC 
/DB_XREF=gi:3832517 /UG=Hs.306278 
Homo sapiens CD44 isoform RC 
(CD44) mRNA, complete cds 
/FL=gb:AF098641.1 


AF098641 
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210926_at 


0.018023 


gb:AY014272.1 /DEF=Homo sapiens 
FKSG30 (FKSG30) mRNA, complete 
cds. /FEA=mRNA /GEN=FKSG30 
/PROD=FKSG30 /DB XREF=aM2408251 
/UG=Hs.315492 Homo sapiens FKSG30 
(FKSG30) mRNA, complete cds 
/FL=gb:AY01 4272.1 


AY014272 






211034_s_at 


0 036254 


ab"Rnonfi?7fl 1 /DFF=Hnmn <;anie*n<; 
clone MGC:11291, mRNA, complete 
cds. /FEA=mRNA /PROD=Unknown 
(protein for MGC: 11291) 
/DB_XREF=gi: 13623331 
/FL=gb:BC006270.1 


BC006270 






211074_at 


0.034721 


gb:AF000381.1 /DEF=Homo sapiens non 
functional folate bindina Drotein mRNA 

1 V* 1 1 \ 1 V»/ 1 1 *mM 1 1 \y 1 Wl III \Jt III y V 1 V/ Iw III 1 M 1 \l 1/ \j 

complete cds. /FEA=mRNA /PROD=non- 
functional folate binding protein 
/DB_XREF=gi:2565195 
/FL=gb:AF000381.1 


AF000381 






211102_s_at 


0.049425 


gb:U82277.1 /DEF=Human 
immunoglobulin-like transcript 1b mRNA, 
complete cds. /FEA=mRNA 
/PROD=immunoglobulin-like transcript 1b 
/DR XRFF=nMQ07'}?0 /Ufi=hk Q44Q8 
leukocyte immunoglobulin-like receptor, 
subfamily A (with TM domain), member 
2 /FL=gb:U82277.1 


U82277 




NP_006857 


211106_at 


0.02008 


gb:AF064804.1 /DEF=Homo sapiens 
transcription factor SUPT3H (SUPT3H) 
mRNA, complete cds. /FEA=mRNA 
/GEN=SUPT3H /PROD=transcription 
factor SUPT3H /DB_XREF=gi:3283361 
/UG=Hs. 96757 suppressor of Ty 
(S.cerevisiae) 3 homolog 
/FL=gb:AF064804.1 


AF064804 
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211189_x_at 


0.031704 


gb:AF054816.1 /DEF=Homo sapiens 
leukocyte differentiation antigen CD84 
isoform CD84a (CD84) mRNA, complete 
cds. /FEA=mRNA /GEN=CD84 

/PROD^Ipiiknrvtp riiffprpntiatinn antinpn 

' • 1 »V/L/ ICU IXUUy UN ICI CI IIIGIIIUI 1 OIILIMdl 

CD84 isoformCD84a 
/DB_XREF=gi:66501 07 /UG=Hs. 1 37548 
CD84 antigen (leukocyte antigen) 
/FL=gb:AF054816.1 


AF054816 




NP_003865 


211251_x_at 


0 026013 


nb'U78774 1 /DFF=Human NFY-P 
mRNA, complete cds. /FEA=mRNA 
/PROD=NFY-C /DB_XREF=gi:2327008 
/UG=Hs.168157 nuclear transcription 
factor Y, gamma /FL=gb:U78774.1 


1 178774 

Uf Of l H 




NP_055038 


211296_x_at 


0.025284 


gb:AB009010.1 /DEF=Homo sapiens 
mRNA for polyubiquitin UbC, complete 
cds /FEA=mRNA /GEN=UbC1 

vUO. it l_V\ I 1 II \ 1 M 1 \ lULIl UUV 1 

/PROD=polyubiquitin UbC 
/DB_XREF=gi:2647407 /UG=Hs. 183704 
ubiquitin C /FL=gb:BC000449.1 
gb:AB009010.1 


AB009010 




NP_066289 


211372_s_at 


0.046749 


gb:U64094.1 /DEF=Human soluble type 
II interleukin-1 receptor mRNA, 

fomnlptp rric /ppAzmRMA 

ULJI 1 ILJICLC OUo. / 1 L_/A — lllr\IN/A 

/PROD=soluble type II interleukin-1 
receptor /DB_XREF=gi: 1488065 
/UG=Hs.25333 interleukin 1 receptor, 
type II /FL=gb:U64094.1 


U64094 






211665_s_at 


0.046749 


gb:L20686.1 /DEF=Homo sapiens 
guanine nucleotide releasing factor 
(SOS2) mRNA, complete cds. 
/FEA=mRNA /GEN=SOS2 
/PROD=guanine nucleotide releasing 
factor /DB_XREF=gi: 1220367 
/FL=gb:L20686.1 


L20686 
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Kirk 
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Accession 

Mr* 
INO. 


Protein 
Accession 
No. 


211685 s at 


0.026013 


gb:AF251 061.1 /DEF=Homo sapiens 
neurocalcin mRNA, complete cds. 
/FEA=mRNA /PROD=neurocalcin 
/DB_XREF=gi: 136251 83 
/FL=gb:AF251 061.1 


AF251061 




NP 114430 


211749_s_at 


0.046749 


gb:BC005941.1 /DEF=Homo sapiens, 
Similar to vesicle-associated membrane 
piuiein o, clone ivioo. ihooo, rnrxiNM, 
complete cds. /FEA=mRNA 
/PROD=Similar to vesicle-associated 
membrane protein3 
/DB_XREF=gi: 1 3543573 
/FL=gb:BC005941.1 


BC005941 




NP_004772 


211771_s_at 


0.03002 


gb:BC006101.1 /DEF=Homo sapiens, 
Similar to POU domain, class 2, 
transcription factor 2, clone MGC:12814, 

m DMA r»^mnloto r*rlc /pCA-mRMA 
iTlr\l\lr\, OUmpifcrie CQS. / r CM— lllrxINM 

/PROD=Similar to POU domain, class 
2, transcriptionfactor 2 
/DB_XREF=gi:13543912 
/FL=gb:BC006101.1 


BC006101 




NP_002689 


211783_s_at 


0.018023 


gb:BC006177.1 /DEF=Homo sapiens, 
Similar to metastasis associated 1, 
cione ivivjL/. iozdo, mKiNA, complete 
cds. /FEA=mRNA /PROD=Similar to 
metastasis associated 1 
/DB_XREF=gi: 13544097 
/FL=gb:BC006177.1 


BC006177 




NP_004680 


211825_s_at 


0.049425 


gb:AF327066.1 /DEF=Homo sapiens 
Ewings sarcoma EWS-Flil (type 1) 
oncogene mRNA, complete cds. 
/FEA=CDS /PROD=Ewinas sarcoma 
EWS-FH1 (type 1) oncogene 
/DB_XREF=gi: 1 2963354 /UG=Hs. 1 29953 
Ewing sarcoma breakpoint region 1 
/FL=gb:AF327066.1 


AF327066 
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211883_x_at 


0.034721 


gb:M76742.1 /DEF=Homo sapiens 
alternatively spliced biliary glycoprotein 
(BGPa) mRNA, complete cds. 
/FEA=CDS /GEN=BGPa /PROD=biliary 
glycoprotein /DB_XREF=gi: 179480 
/UG=Hs 50964 ca rcinoembrvonic antiaen- 
related cell adhesion molecule 1 (biliary 
glycoprotein) /FL=gb:M76742.1 


M76742 




NP_001703 


211921_x_at 


0 018023 


ab*AF348514 1 /DEF=Homo saniens 
fetal thymus prothymosin alpha mRNA, 
complete cds. /FEA=CDS 
/PROD=prothymosin alpha 
/DB XREF=gi: 13560658 
/FL=gb:AF348514.1 


AF348514 




NP_002814 


211922_s_at 


0.025284 


gb:AY028632.1 /DEF=Homo sapiens 
catalase (CA~n mRNA comDlete cds 
/FEA=CDS /GEN=CAT /PROD=catalase 
/DB_XREF=gi: 135621 31 
/FL=abAY028632 1 


AY028632 




NPJ)01743 


211932_at 


0.034721 


Homo sapiens BX1 mRNA, partial cds 


BE867771 


Hs.249247 




211941 s at 


0.025284 


prostatic binding protein 


BF686267 


Hs.80423 


NP 002558 


211943_x_at 


0.046749 


tumor protein, translationally-controlled 1 


AL565449 


Hs.279860 




211948_x_at 


0 026013 


Con^en^u*; inrlurip^ nh*RG?fi1071 
/FEA=EST /DB_XREF=gi: 12770887 
/DB_XREF=est:602372693F1 
/CLONE=IMAGE:4480631 /UG=Hs.69559 
KIAA1096 protein 


AL 096857 




NP_055987 


211969_at 


0.034721 


Consensus includes gb:BG420237 
/FEA=EST /DB XREF=gi: 13326743 
/DB_XREF=est:602448244F1 
/CLONE=IMAGE:4586914 
/UG=Hs.289088 heat shock 90kD 
protein 1, alpha /FL=gb:NM_005348.1 


NM_005348 




NP_005339 
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Identifier 


p-value 


Description 


Gene 
Accession 
No 


Unigene 
Accession 

Kin 


Protein 
Accession 
No. 


211986_at 


0 018023 


Hnmn ^anipn^ rDKIA Fl I33834 fte clone 

CTONG2004264, moderately similar to 
NEUROBLAST DIFFERENTIATION 
ASSOCIATED PROTEIN AHNAK 


BG287862 


H<; T78738 




211996 s at 


0.046749 


KIAA0220 protein 


BG256504 


Hs.110613 




212001_at 


0 018023 


Hnn<;p>n^iiQ inrhiripQ nh'AV/y^ftn^Q 
ouiiociioUo niLyiuuco yu.nv » uouos 

/FEA=EST /DB_XREF=gi: 10855620 
/DB XREF=est:AV738039 
/CLONE=CBFBDH07 /UG=Hs.190452 
KIAA0365 gene product 


AR009^fi^ 






212004_at 


0.036254 


Consensus includes gb:AL050028.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp566C0424 (from clone 
DKFZp566C0424); partial cds. 
/FEA=mRNA /GEN=DKFZd566C0424 
/PROD=hypothetical protein 
/DB XREF=ai4884267 /UG=Hs 226770 
DKFZP566C0424 protein 


AL050028 




NP_056424 


212030_at 




i iui i \\J oapici io v^l-/ina\. rLJttHjt Ho, uiuiic 

HRC09703 


RF4fifi198 






212034_s_at 


0.046749 


likely ortholog of mouse exocyst 
component protein 70 kDa homolog (S. 
cerevisiae) Exo70: exocyst component 
protein 70 kDa homolog (S. cerevisiae) 


BE646386 


Hs.325530 


NP_056034 


212037_at 


0.034721 


Consensus includes gb:BF508848 
/FFA=FST /DR XRFF=nM 1 5Q2146 
/DBJ<REF=est:UI-H-BI4-aor-e-06-0-Ul.s1 
/CLONE=IMAGE:3085907 /UG=Hs.44499 
pinin, desmosome associated protein 


Y09703 




NP_002678 


212056_at 


0.034721 


Consensus includes gb:D80004.1 
/DEF=Human mRNA for KIAA0182 
gene, partial cds. /FEA=mRNA 
/GEN=KIAA0182 /DB XREF=gi: 11 36423 
/UG=Hs.75909 KIAA0182 protein 


D80004 
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Gene 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212061_at 




Pnnconcnc inHnHoc nh'ARnfiO^^n 1 
V^rUIlociloUo IlllylUUco y U.MDUU^OjU. I 

/DEF=Human mRNA for KIAA0332 
gene, partial cds. /FEA=mRNA 
/GEN=KIAA0332 /DB XREF=gi:2224604 
/UG=Hs.7976 KIAA0332 protein 


MDUUZOOU 






212069_s_at 


\J.\jOO\JOO 


L/Oiisensus iriuiuuco gD.MMjzouzo. 1 
/DEF=Homo sapiens cDNA: FLJ22372 
fis, clone HRC06695. /FEA=mRNA 
/DB_XREF=gi: 10438733 /UG=Hs. 108945 
KIAA0515 protein 


ndU I lUO/ 






212078_s_at 


0.019657 


Consensus includes gb:AA704766 
/FEA=EST /DB_XREF=gi:2714684 
/DB XREF=est:zj34h05.s1 
/CLONE=IMAGE:4522 1 7 /UG=Hs. 1 991 60 

i iiy ciuiuiy 1 1 ifji luiu ui iiiiacu iiiicciyc 

leukemia (trithorax (Drosophila) 
homolog) /FL=gb:L04284.1 
gb:NM_005933.1 


NM_005933 




NP_005924 


212080_at 


0.036254 


Consensus includes gb:AV714029 
/FEA=EST /DB_XREF=gi: 10795546 
/DB_XREF=est:AV714029 
/CLONE=DCBCDA03 /UG=Hs.1 99160 
MiyeioiaiyrTiprioiu or rnixeo-iineage 
leuKernia ^ininorax ^urosopniiaj 
homolog) /FL=gb:L04284.1 
gb:NM_005933.1 


NM_005933 




NP_005924 


212087 s at 


0.034721 


Era G-protein-like 1 (E. coli) 


AL562733 


Hs.3426 


NP 005693 


212096_s_at 


0.048741 


Consensus includes ab AL096842 1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp586D1519 (from clone 
DKFZp586D1519). /FEA=mRNA 
/DB_XREF=gi:5524930 /UG=Hs.7946 
KIAA1288 protein 


AL 096842 




NP_065800 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212101_at 


0.027792 


Consensus includes gb:AU1 54321 
/FEA=EST /DB_XREF=gi: 11015842 

/CLONE=NT2RP4000774 
/UG=Hs.301553 karyopherin alpha 6 
(importin alpha 7) /FL=gb:AF060543.1 
gb:NM_012316.1 


NM_012316 




NP_036448 


212139_at 


0.036254 


Consensus includes gb:D86973.1 
/DEF=Human mRNA for KIAA0219 

nono p»o rtio 1 r*rlc /CPA — r*r^ DMA 
ycllc, pdl Udl UUd. /rCn-llirMNn 

/GEN=KIAA0219 /DB_XREF=gi: 150401 9 
/UG=Hs.75354 GCN1 (general control of 
amino-acid synthesis 1, yeast)-like 1 


D86973 






212144_at 


0.034721 


Consensus includes gb:AL021707 
/DEF=Human DNA sequence from clone 
RP3-508I15 on chromosome 22q12-13 
Contains the gene for GTPBP1 (GTP 
binding protein 1), two novel genes 
KIAA0063 and KIAA0668, a novel gene 
based on ESTs and cDNA, a 
pseuaogene similar to MUr i 
(antioxidant protein 1)... /FEA=mRNA_3 
/DB_XREF=gi:4582132 /UG=Hs.5898 
KIAAOfifift nrntpin 


AL021707 






212155_at 


0.046749 


Homo sapiens, clone IMAGE:3453993, 
mRNA, partial cds 


AA085748 


Hs.381076 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212167_s_at 


0.018023 


Consensus includes gb:AK021419.1 
/DEF=Homo sapiens cDNA FLJ11357 
fis, clone HEMBA1 000201, highly similar 
to Homo sapiens mRNA for integrase 
interactor 1b protein (INI1B). 
/FEA=mRNA /DB_XREF=gi: 10432598 
/UG=Hs. 159971 SWISNF related, matrix 

chromatin, subfamily b, member 1 


AK021419 




NP_003064 


212177_at 




L/Uiiocnous iiiLiuucb gD.nvvuo i i \o 

/FEA=EST /DB_XREF=gi:6036265 

/DB_XREF=est:xc29c08.x1 

/CLON E=IMAGE: 2585678 /UG= Hs. 1 8368 

DKFZP564B0769 protein 


MLUOU 1 OD 
1 




NP_1 16259 


212196_at 


0.034721 


Consensus includes gb:AW242916 

/PPA— F<iT /r»R XRFF— nific;7Rfiftfi 

/DB_XREF=est:xn27f03.x1 
/CLONE=IMAGE:2694941 /UG=Hs.71 968 
Homo sapiens mRNA; cDNA 
DKFZp564F053 (from clone 
DKFZp564F053) 


AL049265 






212202_s_at 




Lyonsensus inciuaes gD.t3o4yjyf z 
/FEA=EST /DB_XREF=gi: 13455486 
/DB_XREF=est:602542252F1 
/CLONE=IMAGE:4673316 /UG=Hs.16492 
DKFZP564G2022 protein 


A 00700 




NP_056312 


212231_at 


0.046749 


Consensus includes gb:AB020682.1 
/DEF=Homo sapiens mRNA for 
KIAA0875 Drotein Dartial cds 
/FEA=mRNA /GEN=KIAA0875 
/PROD=KIAA0875 protein 
/DB_XREF=gi:4240238 /UG=Hs. 1 84227 
F-box only protein 21 
/FL=gb:AF 17460 1.1 


AK001699 




NP_296373 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 

Kirk 
lMO. 


Unigene 
Accession 

NO. 


Protein 
Accession 
No. 


212237 at 


0.034721 


Consensus includes gb:N64780 i 

/FFA-F<TT /nR yRPP-ni-1919RHQ 
/rCn-LOl /UD_Ar\Cr- yl. I £ I ^uU57 

/DB_XREF=est:yz30f08.s1 
/CLONE=IMAGE:284583 /UG=Hs.3686 
KIAA0978 protein j 


AL117518 




NP 056153 


212251_at 


0.018023 


Homo sapiens LYRIC mRNA, complete 
cds 


Al 972475 i 


Hs.395896 




212274 at 


0.041795 


Consensus includes gb:AV705559 
/FEA=EST /DB_XREF=gi: 10722858 
/DB_XREF=est:AV705559 
/CLONE=ADBAPE04 /UG=Hs.81412 lipin 
1 


D80010 




NP fifWH 


212276_at 




V/Onsensus includes gD.uouuiu. i 
/DEF=Human mRNA for KIAA0188 
gene, partial cds. /FEA=mRNA 
/GEN=KIAA0188 /DB XREF=gi:1 136435 
/UG=Hs.81412 lipin 1 


uouu IU 




NP_663731 


212291_at 




consensus inciuues gD.AioyooOO 
/FEA=EST /DB_XREF=gi:4222902 
/DB_XREF=est:tg44d05.x1 

/OLUINt-IIVlAot.iCl llDZO /LKj-nS.l^oy 

KIAA0630 protein 


ndU IHOoU 




NP_689909 


212295_s_at 


0.018023 


Homo sapiens, clone MGC: 18288 
IMAGE:4179238, mRNA, complete cds 


AW452623 


Hs.409092 




212296_at 


0.046749 


Consensus includes gb:NM_005805.1 
/DEF=Homo sapiens 26S proteasome- 
associated pad1 homolog (POH1), 
mRNA. /FEA=CDS /GEN=POH1 
/PROD=26S proteasome-associated 
pau i nomoiog /utJ^AKtr- gi.DUo iyou 
/UG=Hs. 178761 26S proteasome- 

cjoouv^iuicu pau i 1 i \j \ \ iuiuu 

/FL=gb:U86782.1 gb:NMJ)05805.1 


NM_005805 




NP_005796 


212303_x_at 


0.018973 


KH-type splicing regulatory protein (FUSE 
binding protein 2) 


BG255575 


Hs.91142 


NP_003676 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212314_at 


0.025284 


Consensus includes gb:AB018289.1 
/DEF=Homo sapiens mRNA for 
f\\r\r\\j i *fo proiein, partial cas. 
/FEA=mRNA /GEN=KIAA0746 
/PROD=KIAA0746 protein 
/DB_XREF=gi:3882212 /UG=Hs.49500 
KIAA0746 protein 


AB018289 






212318_at 


0.046749 


Consensus includes gb:NM_012470.1 
/DEF=Homo sapiens transportin-SR 

/TDM QD\ mPMA /CPA-mC 

/GEN=TRN-SR /PROD=transportin-SR 
/DB_XREF=gi:6912733 /UG=Hs.69235 
transportin-SR /FL=gb:NM_01 2470.1 


NM_012470 




NP_036602 


212351_at 


0.018023 


Consensus includes gb:U23028.1 
/DEF=Human eukaryotic initiation factor 
ZD-epsiion mKrvjA, partial cas. 
/FEA=mRNA /PROD=elF-2Bepsilon 
/DB_XREF=gi:806853 /UG=Hs.2437 
eukaryotic translation initiation factor 2B, 
subunit 5 (epsilon, 82kD) 


U23028 






212372_at 


0.020576 


Consensus includes gb:AK026977.1 
/DEF=Homo sapiens cDNA: FLJ23324 
fis, clone HEP12482, highly similar to 
HUMMYOHCB Human nonmuscle 
myosin heavy chain-B (MYH10) mRNA. 

/CCA-mDMA ir\C> YDCrT-ni-'l^ylOQQ7ft 

/rtA-rtlKNA /Ub_AKLr-gi. iU4oyy /U 

/ub- ns.zyoo4^ Homo sapiens, clone 
IMAGE:3357927, mRNA, partial cds 


AK026977 






212376 s at 


0.023856 


E1A binding protein p400 


BE880591 


Hs.306094 


NP 056224 


212380_at 


0.026013 


Consensus includes gb:D43949.1 
/r)FF=Human mRNA fnr KIAAODR? 

gene, partial cds. /FEA=mRNA 
/GEN=KIAA0082 /DB_XREF=gi:603952 
/UG=Hs.1 54045 KIAA0082 protein 


D43949 




NP_055865 
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Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212398_at 


0.025284 


Consensus includes gb:AI057093 
/FEA=EST /DB_XREF=gi:3330969 
/DB XREF=p<;tn7?'3e12 x1 
/CLONE=l MAGE: 1 676206 
/UG=Hs.263671 Homo sapiens mRNA; 
cDNA DKFZp434l0812 (from clone 
DKFZp434l0812); partial cds 


AL1 37751 






212399_s_at 


0.018023 


Consensus includes gb:D50911.2 
/DEF=Homo sapiens mRNA for 

/FEA=mRNA /GEN=KIAA0121 
/PROD=KIAA0121 protein 
/DB_XREF=gi:6633996 /UG=Hs. 155584 


D50911 






212426_s_at 


0.046749 


tyrosine 3-monooxygenase/tryptophan 5- 
monooxygenase activation protein, theta 
polypeptide 


BF033313 


Hs.74405 


NP 006817 


212454_x_at 


0.046749 


heterogeneous nuclear ribonucleoprotein D 
like 


AI762552 


Hs.170311 


NP_1 12740 


212456_at 


0.045316 


Consensus includes gb:AB014564.1 
/DEF=Homo sapiens mRNA for 

KIAAOfifiA nrntoin martial rrlc 
/FFAzmRMA /f^FN-kl A A Oft fid 
/rr\UU-r\innUDD'T JJI Ulclil 

/DB_XREF=gi:3327141 /UG=Hs.22616 


AB014564 




NP_056044 


212486 s at 


0.018023 


ESTs 


N20923 


Hs.388309 




212503 s at 




KIAAf)Q^4 nrntpin 


NR18n7 

i\IO 1 OU f 






212514_x_at 


0.034721 


DEAD/H (Asp-Glu-Ala-Asp/His) box 

nolx/npntirlp *\ 


R60068 


Hs.380774 


NP 076829 


212520_s_at 




fi\A/l/^MP rplatpH matriY accnniatpH ar^tin 

OVVI/OINF ICiCJLCU, IMCHIIA aooui/ialcu, CI U III 1 

deoendent reaulator of chromatin 
subfamily a, member 4 


/AIOOH l*+ I 


no. / od.\j4L 


NP 003063 


212534_at 


0.034721 


Homo sapiens OVN6-2 mRNA, partial cds 


AU 144066 


Hs.285519 




212538 at 


0.034721 


ziziminl 


AL576253 


Hs8021 


NP 056111 


212539 at 


0.034721 


hypothetical protein FLJ22530 


AI422099 


Hs. 14570 


NP 078844 
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Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212546_s_at 




Pnnconci ic inrMi iHoc nh'AI19fifi^4 
OUIlbcMoUb IllUIUUtrb y U./AI 1 Z.vJUO*+ 

/FEA=EST /DB_XREF=gi:3595148 

/UD_Ar\r_r"-coi.i|UOJU i l/.a i 

/UG=Hs. 169600 KIAA0826 protein 








212589_at 


0.019292 


related RAS viral (r-ras) oncogene 
homolog 2 


BG 168858 


Hs.206097 


NP_036382 


212602 at 


0.046749 


ALFY 


AI806395 


Hs.198135 


NP 848700 


212607_at 


U.U I ouzo 


L/UllbcllbUb inCIUUcb yU.INOZOZO 

/FEA=EST /DB XREF=gi: 11 52925 
/DB_XREF=est:yy11f04.s1 
/CLONE=IMAGE:270943 /UG=Hs.300642 
serologically defined colon cancer 
antigen 8 


1 I7Q971 

u / yz / I 




NP_006633 


212616_at 




PnnQPnQiiQ irtHiiriAQ nh'RFfififtQ^H 

/FEA=EST /DB_XREF=gi: 11 942845 
/DB_XREF=est:602123069F1 
/CLONE=IMAGE:4280153 /UG=Hs.10351 
KIAA0308 protein 


MDUUZOUO 




NP_525127 

• 


212622_at 


U.UOt ( Z 1 


ouribcrious iiiuiuucb gD.rMO*f/ou 
/FEA=EST /DB_XREF=gi:1212589 
/DB XREF=est:yz30c06.s1 
/CLONE=IMAGE:284554 /UG=Hs.174905 
KIAA0033 protein 


uzouo / 






212646_at 


0.034721 


Consensus includes gb:D42043.1 

/npF-Mi iman mPMA for WIAAOnJM 

/utr- nurnan mrviNM Tor r\irAMUUo*f 
aene Dsrtial cds /FFA=mRNA 
/GEN=KIAA0084 /DB XREF=gi:577298 
/UG=Hs.79123 KIAA0084 protein 


D42043 






212660 at 


0.046749 


KIAA0239 protein 


AI735639 


Hs.9729 


NP 056103 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212674_s_at 


0.034721 


Consensus includes gb:AK002076.1 
/DEF=Homo sapiens cDNA FLJ11214 
fi<5 Honp PIACFin07QQD /FFA=mRNA 
/DB_XREF=gi:7023738 AJG=Hs.281616 
Homo sapiens cDNA FLJ11214 fis, 
clone PLACE1 007990 


AK002076 




NP_6 19520 


212690_at 


0.018023 


Consensus includes gb:AB01 8268.1 
/DEF=Homo sapiens mRNA for 

iMrVAVJ / ^.v) JJIULtMII, fJdi Hal uUo. 

/FEA=mRNA /GEN=KIAA0725 
/PROD=KIAA0725 protein 

KIAA079R nrntain 


AB018268 






212692 s at 


U.UO*t 1 £. \ 


I P^-rocRf>nci\/o \/ocir*lo trcjffir»Hnn hoarh 
l_i O"! CdpUl lolvtS VtrblL-lc U all ILrrXll iy , UCCfUll 

and anchor containing 


VVDUDOD 




NP 006717 


212693 at 


0.040064 


MDN1, midasin homolog (yeast) 


BE670928 


Hs.76730 


NP 055426 


212696 s at 


0.046749 


ring finger protein 4 


BF968633 


Hs.66394 


NP 002929 


212704_at 


0.046749 


KIAA0191 protein 


AI049962 


Hs.394825 




212720 at 


0.034721 


poly(A) polymerase alpha 


BG1 10231 


Hs.49007 


NP 116021 


212772_s_at 


0.034721 


Consensus includes gb:AL1 62060.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp547P193 (from clone 
DKFZp547P193); partial cds. 
/r tn- mr\iNr\ /otiN—Ui\rz_poH/ n iyo 
/PROD=hypothetical protein 
/DB_XREF=gi:7328110 /UG=Hs.94806 
KIAA1062 protein 


AL1 62060 




NP_001597 


212777_at 


0.034721 


Consensus includes gb:L13857.1 
/DEF=Human guanine nucleotide 
exchange factor mRNA, complete cds. 

/FFA^PD^ /PROn=nnaninfa nnrlcantirlp 

exchanae factor /DB XREF=ai 306777 
/UG=Hs.326392 son of sevenless 
(Drosophila) homolog 1 /FL=gb:L1 3857.1 


L13857 




NP_005624 


212791 at 


0.046749 


hypothetical protein FLJ38984 


AL042729 


Hs. 11 2023 


NP 689587 
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212798_s_at 


0.018222 


Consensus includes gb:AK001 389.1 
/DEF=Homo sapiens cDNA FLJ10527 
fis, clone NT2RP2000932, highly similar 

IU nuiUU od}Jlcllo IIIrNlNM, OLMNM 

DKFZp564O043. /FEA=mRNA 
/DB_XREF=gi:7022618 /UG=Hs.15144 
hypothetical protein DKFZp564O043 


AK001389 




NP_064715 


212804_s_at 


\J .yJZ.OZ.OH 


Pr\nconciic in^h iHoc /iK* AI7Q7^G7 
VsUllocilouo IflOIUUcb yD./Ai/y/oyf 

ft cm— co 1 /UD Arxcr- gi.ooo^ooy 

/DB_XREF=est:we87f12.x1 

/UG=Hs.172069 DKFZP434C212 protein 


Al/flOOO/11 
MfMJZOO** I 






212842 x at 


0.046749 


RAN binding protein 2 


AL043571 


Hs. 179825 


NP 115636 


212869_x_at 


0.034721 


tumor protein, translationally-controlled 1 


AI721229 


Hs.279860 


NP_003286 


212886_at 


0.034721 


Consensus includes gb:AL080169.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp434C171 (from clone 
DKFZp434C171); partial cds. 

/FFA-mRMA /(^PM- nk r F7rY4'^4P1 71 

/rKuu- nypoineiicai protein 
/DB_XREF=gi:5262637 /UG=Hs.209100 
ui\rz.r*fo z fv-/ 1 / i proiem 


AL080169 




NP_056436 


212902 at 


0.046749 


GTP-binding protein Sara 


BE645231 


Hs.279582 




212918_at 


0.034721 


RecQ protein-like (DNA helicase Q1-like) 


BF2 19234 


Hs.235069 


NP_079130 


212927_at 


0.034721 


Consensus includes gb:AB01 1166.1 
/DEF=Homo sapiens mRNA for 
KIAA0594 orotein oartial cds 
/FEA=mRNA /GEN=KIAA0594 
/PROD=KIAA0594 protein 
/DB_XREF=gi:304371 1 /UG=Hs.103283 
KIAA0594 protein 


AB011166 




NP_055925 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


212932_at 


0.026013 


Consensus includes gb:AK022494.1 
/DEF=Homo sapiens cDNA FLJ 12432 

fie rlnnp NT9RM1 00001 ft hinhk/ Qimilar 
1 10, Lriui ic in 1 £- 1 \ivi i wuuu i u, 1 1 iy 1 1 iv oil i nidi 

tn Human mRMA for KIAAOOfifi nanp 

/FEA=mRNA /DB_XREF=gi: 1043391 2 

/I I(^=Hq 997ftft1 RAR^ fVTPaQP 

ACTIVATING PROTEIN 


AK022494 






212994 at 


0.018222 


Tho2 


BE543527 


Hs.16411 




213006_at 


0.034721 


CCAAT/enhancer binding protein (C/EBP), 
delta 


AV655640 


Hs.76722 


NP_005186 


213018_at 


0.034721 


ocular development-associated gene 


AI337901 


Hs.21145 


NP_066990 


213022_s_at 


0.046749 


Consensus includes gb:NM_007124.1 
/DEF=Homo sapiens utrophin i 
(homologous to dystrophin) (UTRN), 

mRMA /FFA=Pn^ /nFM=tlTRNI 

1 1 1 FxINrA. /iLn-OUO /VJLl>l*"U t IAIN 

/PROD=utrophin /DB_XREF=gi:6005937 
/UG=Hs.251967 utrophin (homologous to 

Hv<strnnhirA /Fl — nh-KIM 007194 1 


NM_007124 




NP_009055 


213041 s at 


0.046749 


ATP synthase, H+ transporting, 
mitochondrial F1 complex, delta subunit 


BE798517 


Hs.89761 


np nniR7R 

1 *i I \J\J IOiO 


213079 at 


0 025284 


hvDothetical orotein DT1P1A10 


AA223871 


H<5 178707 


NP 477511 


213088_s_at 


0.025284 


DnaJ (Hsp40) homolog, subfamily C, 
member 9 


BF240590 


Hs.44131 




213089_at 


0.019657 


ESTs, Highly similar to T17212 
hypothetical protein DKFZp434P211.1 - 
human (fragments) [H. sapiens] 


AU 158490 


Hs.356638 
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Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


213104_at 


0.025284 


Consensus includes gb:AI799802 
/FEA=EST /DB XREF=gi:5365274 
/DB_XREF=est:wc43d09.x1 
/CLONE=IMAGE:2321393 
/UG=Hs. 134846 Human DNA sequence 
from clone 316G12 on chromosome 16. 
Contains the gene for C2 domain 
protein KIAA0734, the gene for a novel 
pruiein similar 10 preaicieu yea si, worm 
ana arcnae-uacienai proieins, a novel 
gene and the 3 part of the gene for a 
novel prot 


AL031709 






213134 x at 


0.025284 


BTG family, member 3 


AI765445 


Hs.77311 


NP 006797 


213156_at 


0.03018 


Consensus includes gb:BG251521 

/FFA-F^T /nR YRFP- nr 197^1^17 
frCr\— lO 1 /UD ArSCr- y 1. 1 c. 1 \j \ OO 1 

/DB_XREF=est:602363985F1 
/CLONE=IMAGE:4472180 /UG=Hs.16193 

nuillw odLJICllo lllrxIN/A, UL/IN/A 

Lvr\rz.poooD4c i i ^irom cione 
DKFZp586B211) 


AL049423 






213164_at 


0.034721 


ESTs, Weakly similar to A43932 mucin 2 
precursor, intestinal - human (fragments) 
[H. sapiens] 


AI867198 


Hs.389698 


NP_008864 


213187 x at 


0.046749 


ferritin, light polypeptide 


BG538564 


Hs.1 11334 




213213_at 


0.025284 


Consensus includes gb:AL035669 
/DEF=Human DNA sequence from clone 
RP5-885L7 on chromosome 20q13.2- 
13.33 Contains ESTs, STSs, GSSs and 
eight CpG islands. Contains the 3 end 
of the NTSR1 gene for high affinity 
neurotensin receptor 1, a putative novel 
gene, a novel gene similar to a f... 
/FEA=mRNA_3 /DB_XREF=gi:8979786 
/uo-ns. iooo i j ueain associated 
irandcripuun laciur i 


AL035669 






213233 s at 


0.046749 


KIAA1354 protein 


AA460694 


Hs. 106283 


NP 061335 


213262_at 


0.025284 


spastic ataxia of Charlevoix-Saguenay 
(sacsin) 


AI932370 


Hs. 159492 


NP_055178 


213274 s at 


0.018023 


cathepsin B 


BE875786 


Hs.297939 


NP 680093 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


213280_at 


0 025284 


vwiiociiouo ii ioiuuco yu.niwuut/ kj. i 

/DEF=Homo sapiens cDNA FLJ20471 
fis, clone KAT06974. /FEA=mRNA 
/DB_XREF=gi:7020593 /UG=Hs.301552 
KIAA1039 protein 


AK000478 






213331_s_at 


0.027792 


Consensus includes gb:AV700007 

/FFA=F9T /DR XRFF=nMfnft1Q7ft 

/DB_XREF=est:AV700007 

/PI ONF=:nk'PRnr > 19 /I J f^- He A ft ^9 

NIMA (never in mitosis gene a)-related 


AL050385 






213333_at 


0.023856 


malate dehydrogenase 2, NAD 
(mitochondrial) 


AL520774 


Hs.343521 


NP_005909 


213353_at 


0.018023 


ATP-binding cassette, sub-family A 
(ABC1), member 5 


BF693921 


Hs.180513 


NP_758424 


213355_at 


0 0^1704 


rnnQPriQUQ inflnHpQ nh'AIQftQ^R7 
oui loci louo ii iuiuuco y u. ni C70c7\JO / 

/FEA=EST /DB_XREF=gi:5836448 
/DB_XREF=est:ws34e03.x1 
/CLONE=IMAGE:2499100 /UG=Hs.34578 

alnha9 ^-Qialvltrancforcicp 






NP_006091 


213434_at 


0.019657 


ESTs, Weakly similar to cytokine receptor- 
like factor 2; cytokine receptor CRL2 
precusor [Homo sapiens] [H. sapiens] 


H95263 


Hs.408811 




213448 at 


0.018222 


metaxin 1 


AI693193 


Hs.247551 


NP 002446 


213475_s_at 


0.025284 


Consensus includes gb:AC002310 
/DEF=Human Chromosome 16 BAC 
clone CIT987SK-A-635H12 

/FFA=mRMA 9 /HR XRFF=ni'9S7R^il9 

/UG=Hs.174103 integrin, alpha L 
(antigen CD11A (p180), lymphocyte 
function-associated antigen 1; alpha 
polypeptide) 


AC002310 






213483 at 


0 018023 


Consensus includes ab*AK025679 1 
/DEF=Homo sapiens cDNA: FLJ22026 
fis, clone HEP08537. /FEA=mRNA 
/DB_XREF=gi: 10438273 /UG=Hs.1191 
KIAA0073 protein 


AK025679 




NP 056157 


213494 s at 


0.027792 


YY1 transcription factor 


AA748649 


Hs.97496 


NP 003394 
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Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


213504_at 


0.049425 


COP9 subunit 6 (MOV34 homolog, 34 kD) 


W63732 


Hs. 15591 


NP_006824 


213521 at 


0.025284 


ESTs 


AW575379 


Hs. 356456 




213524_s_at 


0.036254 


Consensus includes gb:NM_015714.1 
/DEF=Homo sapiens putative lymphocyte 
G0G1 switch gene (G0S2), mRNA. 
/FEA=CDS /GEN=G0S2 /PROD=putative 
IvmDhocvte C50C^1 switch Gene 
/DB_XREF=gi:7657103 /UG=Hs.95910 
outative Ivmnhorvte G0G1 switch aene 

^-f U Id UVC IV 1 1 Ik/I IV/vy vv\J 1 OVVIlVsl 1 vJ C 1 IC 

/FL=gb:NM_01 5714.1 


NM_015714 




NP_056529 


213527_s_at 


0.048741 


similar to hypothetical protein MGC13138 


AI350500 


Hs.301463 


NP_660314 


213546_at 


0.046749 


Consensus includes gb:AL050378.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp586l1420 (from clone 
DKFZp586l1420); partial cds. 
/FEA=mRNA /GEN=DKFZp586l1420 
/PROD=hypothetical protein 
/DB XREF=ai4914581 /UG=Hs 112423 
Homo saoiens mRNA" rDNA 
DKFZd586I1420 (from clone 
DKFZp586H420); partial cds 


AL050378 




NP_689960 


213551 x at 


0.019292 


zinc finger protein 144 (Mel-18) 


AI744229 


Hs. 184669 




213587 s at 


0.018023 


vacuolar proton-ATPase subunit 


AI884867 


Hs.351612 




213605_s_at 


0.018023 


Consensus includes gb:AL049987.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZd564F112 (from clone 
DKFZd564F1 1 2) /FEA=mRNA 
/DB_XREF=gi:4884238 /UG=Hs. 166361 
Homo sapiens mRNA; cDNA 
DKFZp564F112 (from clone 
DKFZp564F112) 


AL049987 






213620 s at 


0.026842 


intercellular adhesion molecule 2 


AA1 26728 


Hs. 347326 




213639_s_at 


0.035763 


Consensus includes gb:AI871396 
/FEA=EST /DB_XREF=gi:5545445 
/DB_XREF=est:wl81 f07.x1 
/CLONE=IMAGE:2431333 
/UG=Hs.101414 KIAA0557 protein 


AB011129 
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Identifier 


p-value 


Description 


Gene 
Accession 
No 


Unigene 
Accession 

No 


Protein 
Accession 
No. 


213677_s_at 


0.018222 


PMS1 postmeiotic segregation increased 1 
(S cerpvisiap^ 

y 1 — ' - * * — 1 * — viol CJ i J 


BG434893 


Hs.1 11749 


NP_000525 


213686 at 


0.034721 


ESTs 


AI186145 


Hs.404749 




213698 at 


0 046749 


zinc finaer nrotein 258 

£-1 1 1 lllll^wl pi vlull 1 t.UU 


AI805560 


Hs 301637 

1 IO. \J\J 1 \J\J 1 


NP 660353 


213703_at 


0.026013 


Homo sapiens cDNA FLJ33034 fis, clone 
THYMU2000236 


W95043 


Hs.349607 


NP_787049 


213704_at 


0 046749 


Rah npranvlnpranx/ltran^fpra^p heta 

subunit 


AA12Q7S^ 




NP_004573 


213742_at 


0 019292 


^nlirinn factor arnininpMprinp-rirh 11 


AW2417*S2 


Hs 1 1482 

1 IO. 1 1 tUt 


NP_004759 


213805_at 


0.046749 


ESTs, Weakly similar to neuronal thread 
nrotein THomo saoipn^l FH <ianipn^l 

^ 1 \J IVI 1 1 ^1 IUI 1 IU OGIL/I^I IOJ II I . oa L/Iv^l IO J 


AI692428 


Hs. 392055 


NP_057090 


213830_at 


0.048741 


immunoglobulin heavy constant mu 


AW007751 


Hs. 300697 




213843_x_at 


0 038535 


solute carrier familv 6 (neurotransmitter 

wviuic v_*a i i i i i ci 1 l Illy \j yl ICUI V-/II Cl 1 101 I iiia^i 

transoorter creatine^ member 8 


AW276522 


Hs 187958 

1 IO. f\JI \J \J\J 


NP 005620 


213849_s_at 


0.018023 


protein phosphatase 2 (formerly 2A), 
reaulatorv subunit B f'PR 52^ beta isoform 


AA974416 


Hs.7688 


NP_004567 


213867 x at 


0 046749 


act in beta 


AA809056 


Hs 28R0R1 

1 1 0. cUUUU 1 


NP 001092 


213872 at 


0.036254 


hypothetical protein FLJ12619 


BE465032 


Hs.7779 


NP 112201 


213876_x_at 


0 046749 


LJ2 small nuHear rihonnHponrotpin 

auxiliary factor, small subunit 2 




no. i / i 




213878_at 


0.025284 


RecQ protein-like (DNA helicase Q1-like) 


AI685944 


Hs.235069 


NP 079130 


213892_s_at 


0.034721 


adenine phosphoribosyltransferase 


AA927724 


Hs.28914 


NP_000476 


213906_at 


0.025284 


v-myb myeloblastosis viral oncogene 
homolog (avian)-like 1 


AW592266 


Hs. 300592 




213915_at 


0.025284 


Consensus includes gb:NM_005601.1 
/DEF=Homo sapiens natural killer cell 
group 7 sequence (NKG7), mRNA. 
/FEA=CDS /GEN=NKG7 /PROD=natural 
killer cell aroun 7 spnuencp 
/DB_XREF=gi:5031948 /UG=Hs.10306 
natural killer cell group 7 sequence 
/FL=ab NM 005601 1 


NM_005601 




NP_005592 


213931_at 


0.018023 


inhibitor of DNA binding 2, dominant 
negative helix-loop-helix protein 


AI819238 


Hs.180919 


NP_002157 


213932_x_at 


0.018023 


major histocompatibility complex, class 1, C 


AI923492 


Hs.77961 


NP_002107 
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DescriDtion 


Gene 
Accession 
No 


Unigene 
Accession 
No 


Protein 
Accession 
No. 


213936_x_at 


0.049425 


ESTs, Moderately similar to hypothetical 
Drotein FLJ20294 THomo saoiensl 
[H. sapiens] 


AW276646 


Hs.355462 




213947 s at 


0.031704 


nucleoporin 210 


AI867102 


Hs.56966 


NP 079199 


213971 s at 


0.038017 


joined to JAZF1 


AI924660 


Hs. 197803 


NP 056170 


213982 s at 


0.034721 


KIAA0471 gene product 


BG 107203 


Hs.242271 


NP 055672 


213988_s_at 


0 046749 


enprrniHinp/enprrninp N1 -arptvltranefpraep 




Hs 3Q670Q 

1 IO. JC7U / VJC/ 


NP_002961 


214032_at 


0 036254 


FSTe Hinhlv similar tn 7A70 HUMAN 
i— o i o, i nyi iiy out incu iu l—T\ i \j i \\j\v\r\w 

Tyrosine-protein kinase ZAP-70 (70 kDa 
7Pta-aeeopiatprl nrntpirA fSvk-rplatpri 
h/meinp kinaep^ Tl-I epnipnel 


AIR17Q49 


He 4DR979 




214054 at 


0.018023 


docking protein 2, 56kDa 


AI828929 


Hs.71215 


NP 003965 


214055 x at 


0.018222 


KIAA1096 protein 


AW238632 


Hs.69559 


NP 055987 


214059_at 


0.042466 


Fc fragment of IgG, low affinity Mb, receptor 
for (CD32) 


BE049439 


Hs.82316 


NP_006408 


214061 at 


0.019657 


unknown MGC21654 product 


AI017564 


Hs.392896 


NP 663622 


214131_at 


0.021876 


Consensus includes gb:AL049280.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZd564K143 (from clone 
DKFZd564K143^ /FEA=mRNA 
/DB_XREF=gi:4500037 /UG=Hs.1 55397 
Homo sapiens mRNA; cDNA 
DKF7n564K143 (from rlnnp 

VJ I \l t~yj\J\J*^\\i 1 *tu ^11 will v/IUI IC 

DKFZd564K143^ 


AL049280 




NP_1 15965 


214163 at 


0 01822? 


HSPC034 nrntpin 




He 4RQR7 




214241_at 


o 01R023 


NAmH HphuHrnnpnaQP (\ ihini iinnnp\ 1 h^ta 

IN AM-/ II UCI lyUl ULJCI IdoC ^UUILjUMlUI I UCLcJ 

subcomplex, 8, 19kDa 


AA7230^7 

/AAA / ^OUJ r 


no. 1 yo^ r o 


NP 004995 


214246 x at 


0 034721 


Mieehpnpn/NI K-rplatpH kinaep 

IVI IOOI lu|JCI 1/ IN 1 1\ IdClldJ rxll I09C 




Uc 1 1902ft 
no. i i z.vj£0 


NP 000071 


214257_s_at 


0 018023 


SFH92 vpeirlp traffirkinn nrotpin-likp 1 

<Ji_wtfc vcomc li cai i ior\ii ty yji uiuii i nr\c i . 

cerevisiae) 






NP 004883 


214298 x at 


0 018023 


epntin fi 


Al 5fiR374 


He QOQQR 


NP 665801 


214308_s_at 


0.027239 


homogentisate 1,2-dioxygenase 
(homogentisate oxidase) 


AI478172 


Hs.15113 


NP 000178 


214314 s at 


0.049425 


translation initiation factor IF2 


BE1 38647 


Hs. 158688 




214315 x at 


0.034721 


calreticulin 


AI348935 


Hs. 16488 


NP 004334 


214327_x_at 


0.018023 


tumor protein, translationally-controlled 1 


AI888178 


Hs.279860 


NP_003286 


214339_s_at 


0.018222 


mitogen-activated protein kinase kinase 
kinase kinase 1 


AA744529 


Hs.86575 


NP_009112 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. i 


214435_x_at 


0.046749 


Consensus includes gb:NM_005402.1 
/DEF=Homo sapiens v-ral simian 
leukemia viral oncogene homolog A 
(ras related) (RALA), mRNA. /FEA=CDS 
/GEN=RALA /PROD=v-ral simian 
leukemia viral oncogene homolog A(ras 
related) /DB_XREF=gi:4885568 
/UG=Hs 288757 v-ral simian Iptikpmia 

1 \J\J 1 / \J 1 V 1 CI 1 OillllGIII IuUixCI 1 llu 

viral oncogene homolog A (ras related) 
/FL=gb:M29893.1 gb:NM_005402.1 


NM_005402 




NP_005393 


214455_at 


0.034721 


Consensus includes gb:NM_003526.1 
/DEF=Homo sapiens H2B histone 
family, member L (H2BFL), mRNA. 
/FEA=CDS /GEN=H2BFL /PROD=H2B 
histone familv member L 

III V LV | | | \-A II Ml J | 111 \*r III U | Lt 

/DB_XREF=gi:4504272 /UG=Hs.239884 
H2B histone family, member L 
/FL=gb:NM_003526.1 


NM_003526 




NP_003517 


214459_x_at 


0 034721 


rionQpnQiiQ inrlnHPQ nh"M19R7Q 1 
vwi ioci iouo ii ioiuvjco yu.ivi I CSJI 57. 1 

/DEF=Human Cw1 antigen mRNA, 
complete cds. /FEA=mRNA /GEN=HLA- 
C /DB_XREF=gi: 187911 /UG=Hs.274485 
Cw1 antigen /FL=gb:M12679.1 


IVI I L-\J 1 s/ 






214483_s_at 


0.046749 


Consensus includes gb:AF1 24489.1 
/DEF=Homo sapiens arfaptin-1b mRNA, 
alternatively spliced, complete cds. 
/FEA=CDS /PROD=arfaptin-1b 
/DB_XREF=gi:4761515 /UG=Hs.301064 
arfaptin 1 /FL=gb:AF1 24489.1 


AF1 24489 




NP_055262 
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Accession 
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Unigene 
Accession 
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Protein 
Accession 
No. 


21451 3_s_at 


0.036254 


Consensus includes gb:M34356.1 
/DEF=Human active transcription factor 
CRFR mRNA romnlptp cds /FEA=CDS 
/DB_XREF=gi:181042 /UG=Hs.79194 
cAMP responsive element binding 
protein 1 /FL=gb:M34356.1 


M34356 




NP_604391 


214525_x_at 


0.038017 


Consensus includes gb:AB039667.1 
/DEF=Homo sapiens mRNA for DNA 
mismatch repair protein MLH3, complete 

rrte /FFA=rnS /fiFNI=MI 

/PROD=DNA mismatch repair protein 

Ml I-R /DR XRFF=ni 

i v 1 1 — i i j IULJ /\r\i_i — yi. / ^.Uv/uuj 

/UG=Hs.279843 mutL (E. coli) homolog 
3 /FL=gb:AB039667.1 


AB039667 




NP_055196 


214657_s_at 


0 01802"? 


Human rlnnp 1^7^0ft mRNA nartial rrl<; 
i iuiiicjii oiui ic i Jf juu iiir\iNrA t yjcxi ileal ouo 


AU1^4Q77 


Ulc 4HRQ44 




214661_s_at 




npnp nppr HD on 4n1fi ^ uuith hnmnlnnv tn 

hypothetical S. pombe gene 


RnR7ft^ 

[\Uvj / OO 


Ule -1 17487 
no, I 1 f 4o r 




214688_at 


0.046749 


transducin-like enhancer of split 4 (E(sp1) 
homolog, Drosophila) 


BF217301 


Hs.83958 




214697_s_at 


0.034721 


ROD1 regulator of differentiation 1 (S. 
pombe) 


AW1 90873 


Hs.145078 


NP_005147 


214721_x_at 


0.025284 


Consensus includes gb:AL1 62074.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp762L106 (from clone 
DKFZp762L106); partial cds. 
/FEA=mRNA /GEN=DKFZp762L106 
/PROD=hvDothetical orotein 
/DB_XREF=gi:7328153 /UG=Hs.3903 
Cdc42 effector protein 4; binder of Rho 
GTPases 4 


AL1 62074 




NP_036253 
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Gene 
Accession 
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Unigene 
Accession 
No. 


Protein 
Accession 
No. 


214730_s_at 


0.046749 


Consensus includes gb:AK025457.1 
/DEF=Homo sapiens cDNA: FLJ21804 
fis, clone HEP00746, highly similar to 
HSU64791 Human Golgi membrane 
sialoglycoprotein MG160 (GLG1) mRNA. 
/FEA=mRNA /DB_XREF=gi: 10437977 
/UG=Hs.78979 Golgi apparatus protein 
1 


AK025457 




NP_036333 


214739_at 


0.025284 


hypothetical protein MGC4126 


AI357539 


Hs.289038 


NP 116162 


214741_at 


0.048741 


zinc finger protein 131 (clone pHZ-10) 


AW968301 


Hs.78743 




214749_s_at 


0.046749 


Consensus includes gb:AK000818.1 
/DEF=Homo sapiens cDNA FLJ20811 
fis, clone ADSE01435. /FEA=mRNA 
/DB_XREF=gi:7021128 /UG=Hs.83530 
hypothetical protein 


AK000818 




NP_061880 


214752_x_at 


0.018023 


filamin A, alpha (actin binding protein 280) 


AI625550 


Hs.328270 


NP_001447 


214765_s_at 


0.026013 


Consensus includes gb:AK024677.1 
/DEF=Homo sapiens cDNA: FLJ21024 
fis, clone CAE06651, highly similar to 
HUMPLT Human LTR mRNA 

1 1 \J 1 Y 1 1 ^ 1 II KM III \*A 1 1 1— I 1 \ IIIIXI \* 

/FEA=mRNA /DB_XREF=gi: 1043701 6 
/UG=Hs.264330 N-acylsphingosine 
amidohydrolase (acid ceramidase)-like 


AK024677 




NP_055250 


214785_at 


0.046749 


Consensus includes gb:AB023203.1 
/DEF=Homo sapiens mRNA for 
KIAA0986 protein, partial cds. 
/FEA=mRNA /GEN=KIAA0986 
/PROD=KIAA0986 protein 
/DB_XREF=gi:4589615 /UG=Hs.53542 
KIAA0986 protein 


AB023203 




NP_1 50648 
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Accession 
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Protein 
Accession 
No. 


214791_at 


0.025284 


Consensus includes gb:AK023116.1 
/DEF=Homo sapiens cDNA FLJ 13054 
fis, clone NT2RP3001527, highly similar 
to Human Sp140 protein (Sp140) 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10434889 /UG=Hs. 158761 
Hnmn «;anipn<> rDNA FLJ1^0S4 fte 

i iui i iu oajjici io uL/iirv i l_nj uwu^ iio, 

rlnnp NT9RP^001S?7 hinhlv similar to 
Human Sp140 protein (Sp140) mRNA 


AK023116 




NP_612411 


214798_at 


0.038017 


KIAA0703 gene product 


AW291664 


Hs.6168 




214869_x_at 


0.018023 


Consensus includes gb:AK021 533.1 
/DEF=Homo sapiens cDNA FLJ11471 
fis, clone HEMBA1001675, weakly 
similar to VACUOLAR PROTEIN 
SORTING-ASSOCIATED PROTEIN 
VPS9. /FEA=mRNA 

/DB_XREF=gi: 10432733 /UG=Hs.306601 
Homo sapiens cDNA FLJ11471 fis, 
rlnnp HFMRAIflDlfiyi wpaklv similar to 

oiui ic i ii — iviun i i w f \j t vvcaisiy on i iiicii 

VACUOLAR PROTEIN SORTING- 
ASSOniATFn PROTFIN VP^Q 


AK021533 






214895_s_at 


0.046749 


a disintegrin and metalloproteinase domain 
10 


AU135154 


Hs. 172028 


NP_001101 


214946 x at 


0.046749 


hypothetical protein FLJ 10824 


AV728658 


Hs. 13273 




214948_s_at 


0.046749 


Consensus includes gb:AL050136.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp586L141 (from clone 
DKFZp586L141). /FEA=mRNA 
/DB_XREF=gi:4884346 /UG=Hs. 140945 
Homo sapiens mRNA; cDNA 
DKFZp586L141 (from clone 
DKFZp586L141) 


AL050136 
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Protein 
Accession 
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214974_x_at 


0.034721 


Consensus includes gb:AK026546.1 ! 
/DEF=Homo saDiens cDNA - FLJ22893 
fis clone KAT04792 /FFA=mRNA 
/DB_XREF=gi: 1 0439427 /UG=Hs.28771 6 
Homo sapiens cDNA: FLJ22893 fis, 
clone KAT04792 


AK026546 




NP_002985 


215012 at 


0.036254 


coactivator for steroid receptors 


AU 144775 


Hs. 172329 


NP_056370 


215040_at 


0.021876 


Consensus includes gb:AL049218.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZn564M Q1 fi (from rlonp 
DKFZp564l1916). /FEA=mRNA 
/DB_XREF=gi:4499947 /UG=Hs.306291 
Homo sapiens mRNA; cDNA 
DKFZp564l1916 (from clone 
DKFZp564l1916) 


AL049218 






215075_s_at 


0.025284 


Consensus includes gb:L29511.1 

/DEF=Human GRB2 i«5ofnrm mRNA 

' \mJ L_ 1 1 lUIIIGlll V^l \ L>^ IOU 1 \J\ 1 1 1 1 III \ 1 >l f\ . 

/FEA=mRNA /PROD=growth factor 
receptor-bound protein 3 
/DB_XREF=gi:460667 /UG=Hs.296381 
growth factor receptor-bound protein 2 


L2951 1 




NP_002077 


215078_at 


0.019292 


Consensus includes gb:AL050388.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp564M2422 (from clone 
DKFZp564M2422); partial cds. 
/FEA=mRNA /GEN=DKFZp564M2422 
/PROD=hypothetical protein 
/DB XREF=qi 4914612 /UG=Hs 306320 
Homo sapiens mRNA; cDNA 
DKFZp564M2422 (from clone 
DKFZp564M2422); partial cds 


AL050388 




NP_000627 



Page 134 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
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Protein 
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No. 


215111_s_at 


0.034721 


Consensus includes gb:AK027071.1 
/DEF=Homo sapiens cDNA: FLJ23418 
fis, clone HEP21245, highly similar to 

H<^l R^HAft Unman nrnfpin 

mRNA. /FEA=mRNA 
/DB_XREF=gi: 1 04401 00 /UG=Hs. 1 1 4360 
transforming growth factor beta- 
stimulated protein TSC-22 


AK027071 




NP_006013 


215114_at 


0.035763 


Consensus includes gb:AK000923.1 
/ULr-noino sapisns cuinm ri_jiuuoi 
fis, clone HEMBA1001413. /FEA=mRNA 
/DB_XREF=gi:7021892 /UG=Hs.1 18926 
sentrinSUMO-specific protease 3 


AK000923 




NP_056485 


215118_s_at 


0 f) 18444 


fusion protein IRTA1/IGA1 (IRTA1/IGHA1) 

mPMA r*/"M"irt rMoto rrlc 
i TlrMNM, OOinpiclc LyUo 


nVVj I 57 1 DO 


na.oy i ooz 




215148_s_at 


0.025284 


amyloid beta (A4) precursor protein- 
binding, family A, member 3 (X1 1-like 2) 


AI141541 


Hs.17528 


NP_004877 


215157_x_at 


0.025284 


poly(A) binding protein, cytoplasmic 1 


AI734929 


Hs.172182 


NP_002559 


215193_x_at 


0.025284 


Consensus includes gb:AJ297586.1 
/DEF=Homo sapiens mRNA for MHC 
class II antigen (HLA-DRB1 gene), 
DRB1*0402 allele. /FEA=CDS 

/r^PM — Ml A nRR1 /DROn-MUP «hcc II 
/otlN— n LA-UK D 1 /rrvL/U-lvlrlLr ClaSS M 

antigen /DB_XREF=gi: 101 85079 
/UG=Hs.279930 major histocompatibility 
comDlex cla^ II DR bpta ^ 


AJ297586 




NP_002115 


215204_at 


0.046749 


ESTs, Weakly similar to 2109260A B cell 
growth factor [Homo sapiens] [H. sapiens] 


AU 147295 


Hs.288575 
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Protein 
Accession 
No. 


215206_at 


0.028893 


Consensus includes gb:AK025143.1 

fis, clone COL05464. /FEA=mRNA 
/DB_XREF=gi: 10437602 /UG=Hs.288700 
Homo sapiens cDNA: FLJ21490 fis, 
clone COL05464 


AK025143 






215235_at 


0.046749 


Consensus includes gb:AL1 10273.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp564P0562 (from clone 
DKFZp564P0562); partial cds. 

/FFA-mRMA /f5FN-r>k'F7n*>fidPn^fi'? 

/PROD=hypothetical protein 
/DB_XREF=gi:5817091 /UG=Hs.77196 

opcuuiii, dipiid, i iui i~ci y ti m uoy Liu i ^dipiid 

fodrin) 


AL1 10273 




NPJD03118 


215236_s_at 


0.038017 


ubiquitin carboxyl-terminal esterase L1 
(ubiquitin thiolesterase) 


AV721177 


Hs. 114765 


NP_665801 


215287_at 


0.046749 


Homo sapiens ELISC-1 mRNA, partial cds 


AA975427 


Hs. 128434 




215342_s_at 


0.042466 


Consensus includes gb:AB01 9490.1 
/urzr— nomo Sapiens i lmnh-oo i r\ / 
mRNA, partial cds. /FEA=mRNA 
/GEN=IDN4-GGTR7 
/DB_XREF=gi:4760540 /UG=Hs.242271 
KIAA0471 gene product 


ABO 19490 






215483_at 


0.018973 


Consensus includes gb:AK000270.1 
/DEF=Homo sapiens cDNA FLJ20263 
fis, clone COLF7804, highly similar to 
AJ1 31693 Homo sapiens mRNA for 
AKAP450 orotein /FEA=mRNA 
/DB_XREF=gi:7020239 /UG=Hs. 164036 
Homo sapiens AKAP350C mRNA 
sequence, alternatively spliced 


AK000270 




NP_671714 
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Accession 
No. 
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Accession 
No. 


Protein j 
Accession 
No. 


215525_at 


0.046749 


Consensus includes gb:AL050185.1 
/DEF=Homo sapiens mRNA; cDNA 

/DB_XREF=gi:4884400 /UG=Hs.225988 
Homo sapiens mRNA; cDNA 
DKFZp586A0423 (from clone 
DKFZp586A0423) 


AL050185 






215577 at 


0.046749 


ESTs 


AU 146791 


Hs.287474 




215737_x_at 


0.018023 


Consensus includes gb:X90824.1 
/DEF=H.sapiens mRNA for USF2a & 
USF2b, clone P9DH. /FEA=mRNA 

/RFN=ll c ?F9 /PRnn=ll c !F9a II^FPh 
/ \j i_ i n — uor^. ii r\v/L/ — uorz.a, uor^u 

protein /DB_XREF=gi:1279506 
/UG=Hs.93649 upstream transcription 
factor 2, c-fos interacting 


X90824 




NP_003358 


215758_x_at 


0.018023 


HTF34-like ZNF gene; Homo sapiens 
chromosome 19, BAC 273239 (CIT-B- 
320G13), complete sequence. 


AC007204 






215760_s_at 


0.040064 


Consensus includes gb:AC005390 

/ UCr — nUI 1 IU odpiCllo Ul 11 UI 1 IUoUi 1 It; IS7, 

cosmid R31180 /FEA=CDSJ 
/DB_XREF=gi:3399675 /UG=Hs.251410 
Homo sapiens chromosome 19, cosmid 
R31180 


AC005390 






215806_x_at 


0.046749 


Consensus includes gb:M1 3231.1 
/DEF=Human T-cell receptor aberrantly 
rearranaed aamma-chain mRNA from 
cell line HPB-MLT. /FEA=mRNA 
/DB_XREF=gi:339168 /UG=Hs.274509 T 
cell receptor gamma constant 2 


M13231 
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215909_x_at 


0.018023 


Consensus includes gb:AL1 5741 8.1 
/DEF=Homo sapiens mRNA; cDNA 

nKF7r>7R1 K1R171 (from rlnnp 
HKF7n7fi1 K1R1?1^ /FFA=mRN!A 

£—\J I \J \ r\ 1 O \ c- 1 /. / l L_A\— llllA l\r\ 

/DB_XREF=gi:7018439 /UG=Hs.112028 i 
MisshapenNIK-related kinase 


AL157418 






215966 x at 


0.049425 


glycerol kinase 


AA292874 


Hs.1466 I 


NP 000158 


216033_s_at 


0.018023 


Consensus includes gb:S74774,1 
/DEF=p59fyn(T)=OKT3-induced calcium 
influx regulator human, Jurkat J6 T cell 

linp mRNA Partial 160^ nt /FFA-PD9 

/PROD=tyrosine kinase p59fyn(T) 
/DB_XREF=gi:802050 /UG=Hs.169370 
FYN oncogene related to SRC, FGR, 
YES 


S74774 




NP_694593 


216159_s_at 


0.025284 


Consensus includes gb:AK023757.1 
/DEF=Homo sapiens cDNA FLJ13695 

MS, Clone rLnOC^UUU IZ*f. /rCn-rnr\IMn 

/DB_XREF=gi: 10435786 /UG=Hs.306658 
Homo sapiens cDNA FLJ 13695 fis, 
clone PLACE2000124 


AK023757 






216170_at 


0.021165 


Consensus includes gb:AK025271.1 
/utr- nomo Sapiens cuinm. rLjzioio 
fis, clone COL07487. /FEA=mRNA 
/DB_XREF=gi: 1 0437753 /UG=Hs.306790 
Homo sapiens cDNA: FLJ21618 fis, 
clone COL07487 


AK025271 






216173 at 


0.041795 


Consensus includes gb:AK025360.1 
/DEF=Homo saDiens cDNA - FLJ21707 
fis, clone COL09953. /FEA=mRNA 
/DB_XREF=gi: 1 0437861 /UG=Hs.306806 
Homo sapiens cDNA: FLJ21707 fis, 
clone COL09953 


AK025360 
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Protein 
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No. 


216211_at 


0.018693 


Consensus includes gb:AL049233.1 
/DEF=Homo sapiens mRNA; cDNA 

nKF7n^R4A09^^ /FFA=mRNA 

/DB_XREF=gi:4499967 /UG=Hs.42244 
Homo sapiens mRNA; cDNA 
DKFZp564A023 (from clone 
DKFZp564A023) 


AL049233 






216231 s at 


0.034721 


beta-2-microglobulin 


AW1 88940 


Hs.75415 


NP 004039 


216318_at 


0.018444 


Consensus includes gb:S55735.1 
/DEF=Homo sapiens immunoglobulin A1- 
A2 lambda hybrid GAU heavy chain 

iTlr\INr\ t pdlliai COS. / r CM~lTir\l\A\ 

/PROD=immunoglobulin A1-A2 lambda 

iiyuiiu \jr\Kj i led vyui idii i 

/DB_XREF=gi:265703 /UG=Hs.293441 
VPS28 protein 


S55735 






216384_x_at 


0.018023 


Homo sapiens prothymosin alpha (PTMA) 
gene, complete cds. 


AF257099 






216396_s_at 


(1 fMfi74Q 


OUIIoclloUb IflUlUUcb yu.nr IOIOOU. 1 

/DEF=Homo sapiens clone 24988 
mRNA sequence. /FEA=mRNA 
/DB_XREF=gi:4406694 /UG=Hs.286027 
etoposide-induced mRNA 


afi ^ift^n 

Mr I O I OOU 




NP_004870 


216444_at 


0.042057 


Consensus includes gb:AK024138.1 
/DEF=Homo sapiens cDNA FLJ14076 
fie Hone HFMRB1001Q9S /FFA=mRNA 
/DB_XREF=gi: 10436445 /UG=Hs.306667 
Homo sapiens cDNA FLJ14076 fis, 
clone HEMBB1001925 


AK024138 
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Protein 
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216526_x_at 


0.034721 


Consensus includes gb:AK024836.1 
/DEF=Homo sapiens cDNA: FLJ21183 
fis, clone CAS11634, highly similar to 
HSHLACW07 Homo sapiens mRNA for 
human leukocyte antigen C alpha chain. 

/FFA=mRMA /DR XRFF=ni 104^794? 

/UG=Hs.277477 major histocompatibility 
complex, class 1, C 


AK024836 




NP 002108 


216591_s_at 


0.049425 


integral membrane protein subunit of 

UUIIipiCA II, 1IU CVIUCI IOC IUI U Cil loleUIUI 1, 

putative pseudogene; Homo sapiens 
integral membrane protein subunit of 
complex II (CII-3) pseudogene, complete 
sequence. 


AF080579 






216730_at 


0.048741 


Consensus includes gb:AK024561.1 
/DEF=Homo sapiens cDNA: FLJ20908 

fie Hnne> An^Fnn417 /FFA-mRMA 

Mo, ulUI Ic MUOLUUH I / . / 1 LZr\—\ Mix IN /A 

/DB_XREF=gi: 10436870 /UG=Hs.306689 
Homo sapiens cDNA: FLJ20908 fis, 
clone ADSE00417 


AK024561 






216748_at 


0.019292 


Consensus includes gb:AK024890.1 

/npp-Mnmn canionc nRMA- PI 1919^7 

/ucr— norno Sapiens clmnm. rujz izo/ 
fis, clone COL01114. /FEA=mRNA 
/DB_XREF=gi: 10437303 /UG=Hs.306720 
Homo sapiens cDNA: FLJ21237 fis, 
clone COL01114 


AK024890 






216751_at 


0.046749 


Consensus includes gb:AK024879.1 
/DEF=Homo sapiens cDNA: FLJ21226 
fis, clone COL00721. /FEA=mRNA 
/DB_XREF=gi:10437291 /UG=Hs.306715 
Homo sapiens cDNA: FLJ21226 fis, 
clone COL00721 


AK024879 
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Protein 
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216983_s_at 


0.033533 


Consensus includes gb:BC002889.1 
/DEF=Homo sapiens, clone 
IMAGE:3941350, mRNA, partial cds. 
/FEA=mRNA /PROD=Unknown (protein 

/DB_XREF=gi: 1 2804072 /UG=Hs. 1 22605 
Homo sapiens cDNA: FLJ22124 fis, 
clone HEP19352 


BC002889 






216996_s_at 


0.018222 


Consensus includes gb:AK021557.1 
/DEF=Homo sapiens cDNA FLJ11495 
fis, clone HEMBA1001950, highly similar 

¥r\ Mnmn canipnc mRNA fnr KJAA0Q71 

protein. /FEA=mRNA 

/DB_XREF=gi: 10432760 /UG=Hs.84429 

KIAA0971 protein 


AK021557 




NP_055744 


217143_s_at 


U.U 1 OULJ 


vUlloClloUo IMUIUUCo y U./xUOiJxJ / . 1 

/DEF=Human mRNA for TCR-delta 
chain. /FEA^mRIMA /DB_XREF=gi:37003 
/UG=Hs.2014 T cell receptor delta locus 








217152_at 


0.025293 


Consensus includes gb:AK024136.1 
/DEF=Homo sapiens cDNA FLJ14074 

rib, L/iuric n civiDD i uu i ooy . /rCn-lliiMNn 

/DB_XREF=gi: 10436442 AJG=Hs.141208 
Homo sapiens cDNA FLJ14074 fis, 
clone HEMBB1001869 


AK024136 






217164_at 


0.034721 


Consensus includes gb:AK024108.1 
/DEF=Homo sapiens cDNA FLJ14046 
fis clone HEMBA1 006461 /FEA=mRNA 

i iW| wi \s i i w i ii_iviL>r » i vyw^w i . / i tilt \ i ^ / \ 

/DB_XREF=gi: 1 0436406 /UG=Hs. 142677 
Homo sapiens cDNA FLJ 14046 fis, 
clone HEMBA1 006461 


AK024108 
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217200_x_at 


0.025284 


Consensus includes gb:U06715.1 
/DEF=Human cytochrome B561, HCYTO 

DJU 1, ITIrvlNM, pell Ileal UUo. /rCn-IIIIMNn 

/GEN=B561 /PROD=HCYTO B561 
/DB_XREF=gi:476590 /UG=Hs. 153028 
uyiuunrorne u-oo i 


U06715 






217202_s_at 


0.034721 


Homo sapiens glutamine synthetase 
pseudogene, complete sequence. 


U08626 






217216 x at 


0.028893 


Consensus includes gb:AC006530 
/DEF=untitled /FEA=CDS 5 
/DB_XREF=gi:4680764 /UG=Hs. 1 53820 
hypothetical protein 


AC006530 






217274_x_at 


0.040064 


Consensus includes gb:X52005.1 
/DEF=H. sapiens skeletal embryonic 
myosin light chain 1 (MLC1) mRNA. 
/FEA=mRNA /GEN=MCL1 

/I I— / \ Mil \ \ / V — > L — 1 H IVI^yU 1 

/PROD=myosin light chain 1 
/DB_XREF=gi:34677 /UG=Hs.159218 
H. sapiens skeletal embryonic myosin 
light chain 1 (MLC1) mRNA 


X52005 
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217340_at 


0.040064 


Consensus includes gb:AL024509 
/DEF=Human DNA sequence from clone 
522P13 on chromosome 6p21.31-22.3. 
Contains a 60S Ribosomal Protein L21 
pseudogene and an HNRNP A3 
(Heterogenous Nuclear Riboprotein A3, 
FBRNP) pseudogene. Contains ESTs, 
STSs and GSSs /FEA=CDS_1 
/DB_XREF=gi:3947836 /UG=Hs.247780 
Human DNA sequence from clone 
522P13 on chromosome 6p21. 31-22.3. 
Contains a 60S Ribosomal Protein L21 
pseudogene and an HNRNP A3 
(Heterogenous Nuclear Riboprotein A3, 
rDrsiMr^ pseuuogene. VoFoniains cois, 
STSs and GSSs 


AL024509 






217477_at 


0.018693 


Consensus includes gb:U78581.1 
/DEF=Human type I phosphatidylinositol- 
4-phosphate 5-kinase beta (STM7) 
mRNA, partial cds. /FEA=mRNA 
/GEN=STM7 /PROD=type I 
phosphatidylinositol-4-phosphate 5- 
Kinaseoeta /UD_AKtr-gi.i fqoooz 
/UG=Hs.78406 phosphatidylinositol-4- 
phosphate 5-kinase, type 1, beta 


U78581 




NP_003549 


217497 at 


0.046749 


ESTs, Weakly similar to hypothetical 
protein FLJ20378 [Homo sapiens] 

r 1—1 canicinel 

[n.bdpiensj 


AW613387 


Hs.388345 


np nniQ44 


217527 s at 




co i s, vveaKiy similar iu neuronal inreau 
protein [Homo sapiens] [H. sapiens] 




nS.OO l*tO^ 




217549_at 


0 025284 


PSTq Wpaklv similar tn hv/nnthptii^al 

protein FLJ20489 [Homo sapiens] 
[H. sapiens] 








217627 at 


0.018023 


hypothetical protein FLJ30921 


BE515346 


Hs.278871 


NP 689573 


217654_at 


0.040064 


ESTs, Weakly similar to hypothetical 
protein FLJ 11267 [Homo sapiens] 
[H. sapiens] 


R71245 


Hs. 174303 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


217722_s_at 


0.034721 


gb:NM_016645.1 /DEF=Homo sapiens 
mesenchymal stem cell protein DSC92 
(LOC51335), mRNA. /FEA=mRNA 
/GEN=LOC51335 /PROD=mesenchymal 
stem cell protein DSC92 

/DR XRFF-ni-77nR1Q^ /I IR-Hq *W*4fi7 
mo /\r\L.i — yi.i f uo Is7j txjyj— na.otOnDi 

mesenchymal stem cell protein DSC92 
/FL=gb:AB029315.1 gb:AF242770.1 
gb:NM_016645.1 


NM_016645 




NP_057729 


217732_s_at 


0.034721 


gb:AF092128.1 /DEF=Homo sapiens 
putative transmembrane protein E3-16 
mRNA, complete cds. /FEA=mRNA 
/PROD=putative transmembrane protein 
E3-16 /DB_XREF=gi:51 38905 
/UG=Hs.239625 integral membrane 

nrntpin ?R /Fl =nhNM 091 QQQ 1 

gb:AF136973.1 gb:BC000554.1 
nh AFAQ9128 1 nhAF1*v?4fi9 1 


AF092128 

- 




NP_068839 


217738_at 


0.046749 


pre-B-cell colony-enhancing factor 


BF575514 


Hs.239138 


NP_005737 


217741 s at 


0.034721 


zinc finger protein 216 


AW471220 


Hs.3776 


NP 005998 


217752_s_at 


0.046749 


gb:NM_018235.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10830 
(FLJ 10830), mRNA. /FEA=mRNA 
/GEN=FLJ10830 /PROD=hypothetical 
protein FLJ10830 /DB_XREF=gi:8922698 
/UG=Hs 273230 hvoothetical orotein 
FLJ 10830 /FL=gb:BC001 375.1 
gb:BC003176.1 gb:NM_01 8235.1 


NM_018235 




NP_060705 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


217774_s_at 


0.034721 


gb:NM_016404.1 /DEF=Homo sapiens 
hypothetical protein (HSPC152), mRNA. 
/FEA=mRNA /GEN=HSPC152 
/r r\uu— nypoinencai proiein 
/DB_XREF=gi:7705476 /UG=Hs.79259 
hypothetical protein /FL=gb:AF1 10774.1 
gb:AF161501.1 gb:NM 016404.1 
gb:AF229068.1 


NM_016404 




NP_057488 


217775_s_at 


0.020576 


gb:NM_016026.1 /DEF=Homo sapiens 
CGI-82 protein (LOC51109), mRNA. 
/FEA=mRNA /GEN=LOC51109 
/rr\uu-uui-Oi proiein 
/DB_XREF=gi:7705790 /UG=Hs.179817 
CGI-82 protein /FL=gb:BC000112.1 
gb:AF151840.1 gb:NM_01 6026.1 
gb:AF1 67438.1 


NM_016026 




NP_057110 


217797_at 


0.046749 


gb:NM_01 6406.1 /DEF=Homo sapiens 
hypothetical protein (HSPC155), mRNA. 
/FEA=mRNA /GEN=HSPC155 
ijT rvvju— nypoineiicai proiein 
/DB_XREF=gi:7705480 /UG=Hs. 177507 
hypothetical protein /FL=gb:BC005187.1 
gb:AF151884.1 gb:AF161504.1 
gb:NM__016406.1 


NM_016406 




NP_057490 


217830_s_at 


0.018023 


Consensus includes gb:AL1 09658 
/DEF=Human DNA sequence from clone 
RP4-776F14 on chromosome 20p12.2- 
13. Contains the 5 end of the FKBP1A 
gene for FK506-binding protein 1A 
(12kD), the gene for P47 protein, part 
of a novel member of the PTPNS 
(protein tyrosine phosphatase, non- 
receptor /FEA=mRNA 
/DB XREF=ai'7161806 /UG=Hs 12865 
p47 /FL=gb:BC002801.1 gb:AF078856.1 
gb:NM_016143.1 


AL1 09658 







Page 145 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 




Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


217832_at 


0.034721 


Consensus includes gb:BE672181 

/FEA=EST /DB XREF=aM0032712 

/DB_XREF=est:7b51c08.x1 

/CLONE=IMAGE:3231758 

/UG=Hs. 155489 NS1 -associated protein 

1 /FL=gb:AF1 55568.1 gb:NMJ)06372.1 


NM_006372 




NP_006363 


217858_s_at 


0.018023 


gb:NM_016607.1 /DEF=Homo sapiens 
Al FX^ nrntein /Al FX^ mRNA 

/FEA=mRNA /GEN=ALEX3 
/PROD=ALEX3 protein 
/DB_XREF=gi:7705273 /UG=Hs. 172788 
ALEX3 protein /FL=gb:AB039669.1 
gb:NM_016607.1 


NM_016607 




NP_808817 


217888_s_at 


0.036254 


gb:NM_01 8209.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10767 
(FLJ10767), mRNA. /FEA=mRNA 
/GEN=FLJ10767 /PROn=hvnnthptiral 
protein FLJ10767 /DB_XREF=gi:8922651 
/UG=Hs.25584 hypothetical protein 
FLJ10767 /FL=gb:NM_018209.1 


NM_018209 




NP_783202 


217899_at 


0.046749 


gb:NM_01 7727.1 /DEF=Homo sapiens 
hypothetical protein FLJ20254 
(FLJ20254), mRNA. /FEA=mRNA 
/GEN=FLJ20254 /PROD=hypothetical 

nrntein Fl l9H9 c iA /RR XRFF-ni ftQ9^997 

/UG=Hs. 15356 hypothetical protein 
FLJ20254 /FL=gb:BC002467.1 
gb:NM_017727.1 


NM_017727 




NP_060197 


217906_at 


0.034721 


gb:NM_014315.1 /DEF=Homo sapiens 
host cell factor homolog (LCP), mRNA. 
/FEA=mRNA /GEN=LCP /PROD=host 

ppII factor hnmnlnn 

/DB XREF=ai 7657300 /UG=Hs 20597 
host cell factor homolog 
/FL=gb:BC002335.1 gb:AF113131.1 
gb:NM_014315.1 gb:AF244137.1 


NM_014315 




NP_055130 


217909 s at 


0.026013 


transcription factor-like 4 


BF056105 


Hs.78185 


NP 733753 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


217922_at 


0.034721 


mannosidase, alpha, class 1A, member 2 


H97940 


Hs.367638 




217928_s_at 


0.025284 


gb:NM_018312.2 /DEF=Homo sapiens 
chromosome 11 open reading frame 23 
(C110RF23), mRNA. /FEA=mRNA 
/GEN=C110RF23 /PROD=sporulation- 
induced transcript 4-associatedprotein 

/DR XRFF=nifMfiQf)fi? /I lfi=H<i 180817 

chromosome 11 open reading frame 23 
/FL=gb:AF264779.1 gb:NM_01 8312.2 


NM_018312 




NP_060782 


217932_at 


0.038017 


gb:NM_015971.1 /DEF=Homo sapiens 
30S ribosomal protein S7 homolog 
(LOC51081), mRNA. /FEA=mRNA 
/GEN=LOC51081 /PROD=30S ribosomal 
orotein S7 homoloa 
/DB_XREF=gi:7705737 /UG=Hs.71787 
30S ribosomal protein S7 homolog 
/FL=gb:BC000241.1 gb:AF077042.1 
gb:NM_01 5971.1 


NM_015971 




NP_057055 


217937_s_at 


0.026842 


gb:NM_01 6596.2 /DEF=Homo sapiens 
histone deacetylase 7A (HDAC7), 
transcript variant 2, mRNA. /FEA=mRNA 
/GEN=HDAC7 /PROD=histone 

ucdUCLyiaoc / / \, iouiuiiii u 

/DB_XREF=gi: 1 3259523 /UG=Hs.275438 
histone deacetylase 7A 
/FL=gb:NM_01 6596.2 gb:AF239243.1 


NM_016596 




NP_057680 


217940_s_at 


0.018693 


gb:NM_018210.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10769 
(FLJ10769), mRNA. /FEA=mRNA 
/GEN=FLJ10769 /PROD=hypothetical 
protein FLJ 10769 /DB XREF=gi:8922653 
/UG=Hs.8083 hypothetical protein 
FLJ 10769 /FL=gb:AF1 51 071.1 
gb:NM 018210.1 


NM_018210 




NP_060680 
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Gene 
Identifier 


p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


217945_at 


0.046749 


gb:NM_025238.1 /DEF=Homo sapiens 
BTB (POZ) domain containing 1 
(BTBD1), mRNA. /FEA=mRNA 
/GEN=BTBD1 /PROD=BTB (POZ) 
domain containing 1 

BTB (POZ) domain containing 1 
/FL=gb:AL1 36853.1 gb:AF257241.1 
gb:NM_025238.1 gb:AF355402.1 


NM_025238 




NP_079514 


217957_at 


0.046749 


gb:NM_01 3242.1 /DEF=Homo sapiens 
similar to mouse Glt3 or D. 
malanogaster transcription factor MB 
(AF093680), mRNA. /FEA=mRNA 
/GEN=AF093680 /PROD=similar to 
mouse Glt3 or D. 
malanogastertranscription factor MB 
/DB_XREF=gi:8392874 /UG=Hs.279818 
birniidr 10 mouse olio or u. 
malanogaster transcription factor MB 
/FL=gb:BC005152.1 gb!AF093680.1 
gb:NMJ)1 3242.1 


NM_013242 




NP_037374 


217964_at 


0.046749 


gb:NMJ)1 7775.1 /DEF=Homo sapiens 
hypothetical protein FLJ20343 
(FLJ20343), mRNA. /FEA^mRNA 
/otiN— rLJ^uo4o /rKuu-nypotneticai 
protein FLJ20343 /DB_XREF=gi:8923319 
/UG=Hs.252692 hypothetical protein 
FLJ20343 /FL=gb:NM_017775.1 


NM_017775 




NP_060245 


217987_at 


0.034721 


gb:NMJ31 9048.1 /DEF=Homo sapiens 
hypothetical protein (FLJ20752), mRNA. 

/ f CM— m r\ INM /OCIN — rLJ^U/ Oil 

/PROD=hvnnthpfir?il nrotpin 
/DB_XREF=gi:9506696 /UG=Hs.101364 
hypothetical protein /FL=gb:BC001 243.1 
gb:NM_019048.1 


NM_019048 




NP_061921 


218005 at 


0.046749 


zinc finger protein 22 (KOX 15) 


AA744771 


Hs. 108642 


NP 008894 
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p-value 


Description 


Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


218025_s_at 


0.034721 


gb:NM_006117.1 /DEF=Homo sapiens 
peroxisomal D3,D2-enoyl-CoA isomerase 
(PECI), mRNA. /FEA=mRNA 
/GEN=PECI /PROD=peroxisomal D3.D2- 
enoyl-CoA isomerase 
/DB_XREF=gi:51 74624 /UG=Hs. 15250 
peroxisomal D3,D2-enoyl-CoA isomerase 

/Ft -nh-AI 1 nh RPfin9RKR 1 

gb:AF069301.1 gb:AF1 5361 2.1 
gb:NM_006117.1 gb:AF244138.1 


NM_006117 




NP_006108 


218041_x_at 


0.034721 


gb:NM_01 8573.1 /DEF=Homo sapiens 
hypothetical protein PR0 1068 
(PRO1068), mRNA. /FEA=mRNA 
/GEN=PRO1068 /PROD=hypothetical 
nrntpin PRO10R8 /DR XRFF=niftQ?4nnfi 

/UG=Hs.321158 hypothetical protein 
PRO1068 /FL=gb:AF 11 6620.1 
gb:NM_01 8573.1 


NM_018573 






218050_at 


0.046749 


gb:NM_016617.1 /DEF=Homo sapiens 
hypothetical protein (BM-002), mRNA. 

/rCn- iTlr\INM /OlIN— DIVI-UUZ 

/PROD=hypothetical protein 
/DB_XREF=gi:7705299 /UG=Hs.5862 
hypothetical protein /FL=gb:BC005193.1 
gb:AF208844.1 gb:NM_016617.1 


NM_016617 




NP_057701 


218052_s_at 


0.025284 


gb:NM_020410.1 /DEF=Homo sapiens 
CGI-152 protein (LOC57130), mRNA. 
/FEA=mRNA /GEN=LOC57130 
/PROD=CGI-152 protein 
/DB XREF=gi:9966896 /UG=Hs.9275 
CGI-152 protein /FL=gb:AF288687.1 
gb:NM 020410.1 


NM_020410 




NP_065143 



Page 149 of 186 



TABLE 3L - 


Gene List Corresponding to Figure 19 - Coronary Artery Disease 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


218076_s_at 


0.046749 


gb:NM_018054.1 /DEF=Homo sapiens 
homolog of rat nadrin (FLJ10308), 
mRNA /FFA=mRNA /GEN=FLJ10308 
/PROD=homolog of rat nadrin 
/DB_XREF=gi:8922343 /UG=Hs. 14169 
homolog of rat nadrin 
/FL=gb:AF1 13218.1 gb:NMJD18054.1 


NM_018054 




NP_060524 


218100_s_at 


0.036254 


gb:NM_018010.1 /DEF=Homo sapiens 
hypothetical protein FLJ10147 
(FLJ 10147), mRNA. /FEA=mRNA 
/GEN=FLJ10147 /PROD=hypothetical 
orotein FLJ10147 /DB XREF=ar 8922255 
/UG=Hs.170318 hypothetical protein 
FLJ10147 /FL=gb:AF1 39576.1 
gb:AF245220.1 gb:NM_018010.1 


NM_018010 




NP_060480 


218103_at 


0.046749 


gb:NM_01 7647.1 /DEF=Homo sapiens 
hypothetical protein FLJ20062 
(FLJ20062), mRNA. /FEA=mRNA 
/GEN=FLJ20062 /PROD=hypothetical 
orntein Fl J?00fi? /DR XRFF=ai RQJ^Ofifi 
/UG=Hs.257486 hypothetical protein 
FLJ20062 /FL=gb:BC000131.1 
gb:NM_017647.1 


NM_017647 




NP_060117 


218114_at 


0.048741 


gb:NM_01 3365.1 /DEF=Homo sapiens 
ADP-ribosylation factor binding protein 
GGA1 (GGA1), mRNA. /FEA=mRNA 
/GEN=GGA1 /PROD=ADP-ribosylation 
factor binding protein GGA1 
/DB_XREF=gi:9558728 /UG=Hs.238296 
ADP-ribosylation factor binding protein 
GGA1 /FL=gb:AF1 90862.1 
gb:AF233521.1 gb:AF218584.1 
gb:NM_013365.1 


NM_013365 




NP_037497 
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Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


218122_s_at 


0.036254 


gb:NM_021627.1 /DEF=Homo sapiens 
sentrin-specific protease (SENP2), 
mRNA /FEA=mRNA /GEN=SENP2 

nil \iiri. ii iiii\iii^i / vJ l— l N uuni £— 

/PROD=sentrin-specific protease 
/DB_XREF=gi: 11 055993 /UG=Hs.3355 
sentrin-specific protease 
/FL=gb:AF1 51 697.2 gb:NM_021627.1 


NM_021627 




NP_067640 


218123_at 


0.018023 


gb:NM_017835.1 /DEF=Homo sapiens 
chromosome 21 open reading frame 59 
(C210RF59), mRNA. /FEA=mRNA 
/GEN=C210RF59 /PROD=hypothetical 
protein FLJ20467 /DB_XREF=gi:8923436 
/UG=Hs.5811 chromosome 21 open 
readina frame 59 /FL=abNM 021254 1 
gb:BC000709.1 gb:NM 017835.1 
gb:AF282851.1 


NM_017835 




NP_067077 


218135_at 


0.046749 


gb:NM_016570.1 /DEF=Homo sapiens 
CDA14 (LOC51290), mRNA. 
/FEA=mRNA /GEN=LOC51290 

/UG=Hs.26813 CDA14 
/FL=gb:BC000887.1 gb:AF216751.1 
gb:NM_016570.1 gb:AF183410.1 


NM_016570 




NP_057654 


218143_s_at 


0.034721 


gb:NM_005697.2 /DEF=Homo sapiens 
secretory carrier membrane protein 2 
(SCAMP2), mRNA. /FEA=mRNA 
/GEN=SCAMP2 /PROD=secretory carrier 
membrane protein 2 
/DB_XREF=gi: 5730030 /UG=Hs.238030 
secretory carrier membrane protein 2 
/FL=gb:BC001 376.1 gb:BC004385.1 
gb:AF005038.2 gb:NM_005697.2 


NM_005697 




NP_005688 
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Protein 
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218152_at 


0.034721 


gb:NM_01 8200.1 /DEF=Homo sapiens 
high-mobility group 20A (HMG20A), 
mRNA. /FEA=mRNA /GEN=HMG20A 
/PROD=high-mobility group 20A 
/DB_XREF=gi:8922632 /UG=Hs.69594 
high-mobility group 20A 
/FL=gb:AF146222.1 gb:NM_01 8200.1 


NM_018200 




NP_060670 


218164_at 


0.021876 


gb:NM_022827.1 /DEF=Homo sapiens 
hypothetical protein FLJ21347 
(FLJ21347), mRNA. /FEA=mRNA 
/GEN=FLJ21347 /PROD=hvDothetical 
protein FLJ21347 

/DB_XREF=gi: 1 2383067 /UG=Hs. 1 031 47 
hypothetical protein FLJ21347 
/FL=gb:NM_022827.1 


NM_022827 




NP_073738 


218167_at 


0.034721 


gb:NM_0 16627.1 /DEF=Homo sapiens 
hypothetical protein (LOC51321), mRNA. 
/FEA=mRNA /GEN=LOC51321 
/PROD=hypothetical protein 
/DB_XREF=gi:7706167 /UG=Hs.268122 
hypothetical protein /FL=gb:AF208856.1 
gb:NM_01 6627.1 


NM_016627 




NP_057711 


218175_at 


0.018693 


gb:NM_025140.1 /DEF=Homo sapiens 
hypothetical protein FLJ22471 
(FLJ22471), mRNA. /FEA=mRNA 
/GEN=FLJ22471 /PROD=hypothetical 
protein FLJ22471 

/DB_XREF=gi: 1 3376724 /UG=Hs.288909 
hypothetical protein FLJ22471 
/FL=gb:NM_025140.1 


NM_025140 




NP_079416 
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p-value 


Description 
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No. 


Protein 
Accession 
No. 


218192_at 


0.018023 


gb:NM_0 1629 1.1 /DEF=Homo sapiens 
mammalian inositol hexakisphosphate 
kinase 2 (IP6K2), mRNA. /FEA=mRNA 
/GEN=IP6K2 /PROD=mammalian inositol 
hexakisphosphate kinase 2 
/DB XREF=ar7705552 /UG=Hs 323432 
mammalian inositol hexakisphosphate 
kinase 2 /FL=gb:AF177145.1 
gb:NM_016291.1 


NM_016291 




NP_057375 


218201_at 


0.046749 


gb:NM_004546.1 /DEF=Homo sapiens 
NADH dehydrogenase (ubiquinone) 1 
beta subcomplex, 2 (8kD, AGGG) 
(NDUFB2), mRNA. /FEA=mRNA 
/GEN=NDUFB2 /PROD=NADH 
dehydrogenase (ubiquinone) 1 
betasubcomplex, 2 (8kD, AGGG) 
/DB_XREF=gi:4758777 /UG=Hs. 198272 
NADH dehydrogenase (ubiquinone) 1 
beta subcomplex, 2 (8kD, AGGG) . 
/FL=gb:BC001 168.1 gb:AF050639.1 
gb:NM_004546.1 gb:AF067166.1 


NM_004546 




NP_004537 


218209_s_at 


0.018023 


gb:NM_018170.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10656 
(FLJ10656), mRNA. /FEA=mRNA 
/GEN=FLJ 10656 /PROD=hvDothetical 
protein FLJ10656 /DB_XREF=gi:8922574 
/UG=Hs. 300906 hypothetical protein 
FLJ10656 /FL=gb:NM_018170.1 


NM_018170 




NP_060640 


218216_x_at 


0.036254 


gb:NM_016638.1 /DEF=Homo sapiens 
SRp25 nuclear protein (LOC51329), 
mRNA. /FEA=mRNA /GEN=LOC51329 
/PROD=SRp25 nuclear protein 
/DB_XREF=gi:7706183 /UG=Hs. 1 03561 
SRp25 nuclear protein 
/FL=gb:BC001958.1 gb:AB035384.1 
gb:NM 016638.1 


NM_016638 




NP_061164 
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218223_s_at 


0.025284 


gb:NM_01 6274.1 /DEF=Homo sapiens 
CK2 interacting protein 1; HQ0024c 
protein (LOC51177), mRNA. 
/FEA=mRNA /GEN=LOC51177 
/PROD=CK2 interacting protein 1; 
HQ0024C protein /DB_XREF=gi:7705918 
/UG=Hs 173380 CK2 interactina Drotein 
1; HQ0024C protein /FL=gb:AF291 105.1 
gb:AF073836.1 gb:NM_016274.1 
gb:AF168676.1 


NM_016274 




NP_057358 


218224_at 


0.034721 


gb:NM_006029.2 /DEF=Homo sapiens 
paraneoplastic antigen MA1 (PNMA1), 
mRNA. /FEA=mRNA /GEN=PNMA1 
/PROD=paraneoplastic antigen MA1 
/DB_XREF=gi: 1 1 1 41 858 /UG=Hs. 1 94709 
paraneoplastic antigen MA1 
/FL=gb:AF037364.2 gb:NM_006029.2 


NM_006029 




NP_006020 


218237_s_at 


0.018023 


gb:NM_030674.1 /DEF=Homo sapiens 
amino acid transporter system A1 
(ATA1), mRNA. /FEA=mRNA 
/GEN=ATA1 /PROD=amino acid 
transnorter svstem A1 
/DB_XREF=gi: 13492978 /UG=Hs. 18272 
amino acid transporter system A1 
/FL=gb:AF27 1070.1 gb:NM_030674.1 


NM_030674 




NP_1 09599 


218238_at 


0.025284 


gb:NM_012341.1 /DEF=Homo sapiens 
GTP-binding protein (NGB), mRNA. 
/FEA=mRNA /GEN=NGB /PROD=GTP- 
binding protein /DB_XREF=gi:6912531 
/UG=Hs.215766 GTP-binding protein 
/FL=gb:AF325353.1 gb:AF120334.1 
gb:NM 012341.1 


NM_012341 




NP_036473 
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218263_s_at 


0.034721 


gb:NM_021211.1 /DEF=Homo sapiens 
transposon-derived Busterl transposase- 
like protein (LOC58486), mRNA. 
/FEA=mRNA /GEN=LOC58486 
/PROD=transposon-derived Busterl 
transposase-likeprotein 
/DB XREF=ar 10864022 /UG=Hs 25726 
transposon-derived Busterl transposase- 
like protein /FL=gb:NM 021211.1 
gb:AF205600.1 


NM_021211 




NP_067034 


218285_s_at 


0.026842 


gb:NMJD20139.1 /DEF=Homo sapiens 
oxidoreductase UCPA (LOC56898), 
mRNA. /FEA=mRNA /GEN=LOC56898 
/PROD=oxidoreductase UCPA 
/DB_XREF=gi: 100471 31 /UG=Hs.124696 
oxidoreductase UCPA 
/FL=gb:NM_020139.1 gb:AF164790.1 


NM_020139 




NP_064524 


218309_at 


0.019292 


gb:NM_01 8584.1 /DEF=Homo sapiens 
hypothetical protein PR01489 
(PR01489), mRNA. /FEA=mRNA 
/GEN=PR01489 /PROD=hypothetical 
Drotein PR01489 /DR XREF=nr8924051 
/UG=Hs.1 07767 hypothetical protein 
PR01489 /FL=gb:AF1 16637.1 
gb:NM_018584.1 


NM_018584 




NP_061054 


218329_at 


0.019292 


gb:NM_012406.2 /DEF=Homo sapiens 
PR domain containing 4 (PRDM4), 
mRNA. /FEA=mRNA /GEN=PRDM4 
/PROD=PR domain containing 4 
/DB_XREF=gi:9055315 /UG=Hs.21807 
PR domain containing 4 
/FL=gb:AF144757.2 gb:NM_0 12406.2 


NM_012406 




NP_036538 
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Protein 
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No. 


218331_s_at 


0.034721 


gb:NM_01 7782.1 /DEF=Homo sapiens 
hypothetical protein FLJ20360 
(FLJ20360), mRNA. /FEA=mRNA 
/GEN=FLJ20360 /PROD=hypothetical 
protein rLJZUooU /UD_AKtr-gi.oyzooo4 
/UG=Hs.26434 hypothetical protein 
FLJ20360 /FL=gb:BC001 759.1 
gb:NMJ)17782.1 


NM_017782 




NP_060252 


218366_x_at 


0.018023 


gb:NM_022734.1 /DEF=Homo sapiens 
hypothetical protein FLJ20859 
(FLJ20859), mRNA. /FEA=mRNA 
/otiN— rLjzuouy /rKuu-nypotneticai 
protein FLJ20859 

/DB_XREF=gi:12232388 /UG=Hs.6311 
hypothetical protein FLJ20859 
/FL=gb:NM_022734.1 


NM_022734 




NP_073571 


218422_s_at 


0.034721 


gb:NM_022118.1 /DEF=Homo sapiens 
cutaneous T-cell lymphoma tumor 
antigen se70-2 (SE70-2), mRNA. 
/FEA=mRNA /GEN=SE70-2 
/PROD=cutaneous T-cell lymphoma 
tumor antigen se70-2 
/UD_XKtr-gi.1 1o4oo3o /UC^nS. 39140 
cutaneous T-cell lymphoma tumor 
antigen se70-2 /FL=gb:AF273052.1 
gb:NM_022118.1 gb:BC000791.1 


NM_022118 




NP_071401 


218428_s_at 


0.046749 


gb:NMJ)16316.1 /DEF=Homo sapiens 
REV1 (yeast homolog)- like (REV1L), 
mRNA. /FEA=mRNA /GEN=REV1L 
/PROD=REV1 (yeast homolog)- like 

/ \-J LJ_/\ InLI — y 1 . f / UUUOU / U O Flo. 1 I UOH / 

REV1 (yeast homolog)- like 
/FL=gb:AB047646.1 gb:AF151538.1 
gb:AF206019.1 gb:NM 016316.1 


NM_016316 




NP_057400 
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Protein 
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218456_at 


0.018023 


gb:NM_023925.1 /DEF=Homo sapiens 
hypothetical protein FLJ22569 
(FLJ22569), mRNA. /FEA=mRNA 

/(^CM- C| lOOC^Q /DRnn- hwnnthotinal 

/ociN— rLjzzooy /nrvVJU— nypoineiicai 
protein FLJ22569 

/DB_XREF=gi: 1 29651 92 /UG=Hs.234355 
hypothetical protein FLJ22569 
/FL=gb:NM_023925.1 


NM_023925 




NP_1 15532 


218517_at 


0.034721 


gb:NM_024900.1 /DEF=Homo sapiens 
hypothetical protein FLJ22479 
(FLJ22479), mRNA. /FEA=mRNA 

/^iPM — PI \OOA7Q /DPnn- hwnr\thoti^ol 

/ocin— r ljzz^ / y fr kuu- nypoineiicai 
protein FLJ22479 

/DB_XREF=gi: 13376356 /UG=Hs.238246 
hypothetical protein FLJ22479 
/FL=gb:NM_024900.1 


NM_024900 




NP_079176 


218518_at 


0.034721 


gb:NM_01 6603.1 /DEF=Homo sapiens 
GAP-like protein (LOC51306), mRNA. 
/FEA=mRNA /GEN=LOC51306 
ir kuu— oAr-iiKe protein 
/DB_XREF=gi:7706136 /UG=Hs.82035 
potential nuclear protein C50RF5; GAP- 
like protein /FL=gb:AF251 038.1 
gb:AF157316.1 gb:NMJ)1 6603.1 


NM_0 16603 




NP_057687 


218521_s_at 


0.046749 


gb:NM_018299.1 /DEF=Homo sapiens 
hypothetical protein FLJ11011 
(FLJ11011), mRNA. /FEA=mRNA 

/f5FN=FI 111011 /PROn=hvnnthPtir»l 

/\jlIN-iLJ I 1 \J I I 1 r r\V-/L/ — 1 ly L/VJll IcllOdl 

protein FLJ11011 /DB_XREF=gi:8922821 
/UG=Hs.21275 hypothetical protein 
FLJ11011 /FL=gb:NM_018299.1 


NM_0 18299 




NP_060769 
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Accession 
No. 


Protein 
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No. 


218526_s_at 


0.026013 


gb:NM_014185.1 /DEF=Homo sapiens 
HSPC165 protein (HSPC165), mRNA. 
/FEA=mRNA /GEN=HSPC165 
/PROD=HSPC165 protein 
/DB XREF=ar7661825 /UG=Hs 13605 
HSPC165 protein /FL=gb:AF161514.1 
gb:AF151070.1 gb:NM_014185.1 
gb:NM_016492.1 gb:AF1 68714.1 
gb:AF265206.1 


NM_014185 




NP_057576 


218530_at 


0.019657 


gb:NM_01 3241.1 /DEF=Homo sapiens 
FH1FH2 domain-containing protein 
(FHOS), mRNA. /FEA=mRNA 
/GEN=FHOS /PROD=FH1FH2 domain- 
containina Drotein /DB XREF=ai 7019374 
/UG=Hs.95231 FH1FH2 domain- 
containing protein /FL=gb:AF1 13615.1 
gb:NM_01 3241.1 


NM_013241 




NP_037373 


218533_s_at 


0.045316 


gb:NM_017859.1 /DEF=Homo sapiens 
hypothetical protein FLJ20517 
(FLJ20517), mRNA. /FEA=mRNA 
/GEN=FLJ20517 /PROD=hvnothPtiral 
protein FLJ20517 /DB_XREF=gi:8923486 
/L)G=Hs.39850 hypothetical protein 
FLJ20517 /FL=gb:NM_01 7859.1 


NM_017859 




NP_060329 


218536_at 


0.034721 


Consensus includes gb:AF052167.1 
/DEF=Homo sapiens clone 24749 and 
24750 mRNA sequences. /FEA=mRNA 
/DB_XREF=gi:3360478 /UG=Hs.30057 
transporter similar to yeast MRS2 
/FL=gb:NM_020662.1 gb:AF288288.1 


AF052167 




NP_065713 
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No. 


Protein 
Accession 
No. 


218543_s_at 


0.046749 


gb:NM_022750.1 /DEF=Homo sapiens 
hypothetical protein FLJ22693 
(FLJ22693), mRNA. /FEA=mRNA 
/GEN=FLJ22693 /PROD=hypothetical 
Drotein FLJ2269'? 

/DB_XREF=gi: 1 223241 2 /UG=Hs.1 2646 
hypothetical protein FLJ22693 
/FL=gb:AL1 36766.1 gb:NM_022750.1 


NM_022750 




NP_073587 


218553_s_at 


0.027239 


gb:NM_024076.1 /DEF=Homo sapiens 
hypothetical protein MGC2628 
(MGC2628), mRNA. /FEA=mRNA 
/GEN=MGC2628 /PROD=hypothetical 
Drotein MGC2628 

/Df3_XREF=gi: 1 31 29063 /UG=Hs. 1 71 637 
hypothetical protein MGC2628 
/FL=gb:BC001 185.1 gb:NM_024076.1 


NM_024076 




NP_076981 


218555_at 


0.027792 


gb:NM_01 3366.2 /DEF=Homo sapiens 
anaphase-promoting complex subunit 2 
(APC2), mRNA. /FEA=mRNA 
/GEN=APC2 /PROD=anaphase-promoting 

/UG=Hs.23076 anaphase-promoting 
complex subunit 2 /FL=gb:AF191337.1 
gb:NM_01 3366.2 


NM_013366 




NP_037498 


218607_s_at 


0.034721 


gb:NM_018115.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10498 
(FLJ 10498), mRNA. /FEA=mRNA 
/GEN=FLJ10498 /PROD=hypothetical 
protein FLJ10498 /DB_XREF=gi:8922466 
/UG=Hs. 109045 hypothetical protein 
FLJ10498 /FL=gb:NM_018115.1 


NM_018115 




NP_060585 
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Protein 
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218652_s_at 


0.034721 


gb:NM_017733.1 /DEF=Homo sapiens 
hypothetical protein FLJ20265 
(FLJ20265), mRNA. /FEA=mRNA 
/GEN=FLJ20265 /PROD=hypothetical 
protein FLJ20265 /DB_XREF=gi:8923239 

/I lf^— l-lc 7flQQ hwnnthotinal nrntoin 

FLJ20265 /FL=gb:BC001249.1 
gb:BC000937.2 gb:NM_0 17733.1 


NM_017733 




NP_060203 


218666_s_at 


0.022752 


gb:NM_0 179 19.1 /DEF=Homo sapiens 
hypothetical protein FLJ20651 
(FLJ20651), mRNA. /FEA=mRNA 

protein FLJ20651 /DB_XREF=gi:8923603 

/I lf^=H<5 900*^^9 hvnnthotiral nrntoin 
/ uvj-noxuuojic i lypuu ICLIUcM JJIUltrlll 

FLJ20651 /FL=gb:NM_017919.1 


NM_017919 




NP_060389 


218699_at 


0.034721 


RAB7, member RAS oncogene family-like 
1 


BG338251 


Hs. 11 5325 


NP_003920 


218715_at 


0.046749 


gb:NM_01 8428.1 /DEF=Homo sapiens 
hepatocellular carcinoma-associated 
antigen 66 (HCA66), mRNA. 
/FEA=mRNA /GEN=HCA66 
/PROD=hepatocellular carcinoma- 
associated antigen oo 
/DB_XREF=gi:8923721 /UG=Hs.30670 
hepatocellular carcinoma-associated 
antigen 66 /FL=gb:AF244135.1 
gb:AF1 16631.1 gb:NM_018428.1 


NM_018428 




NP_060898 


218729_at 


0.026013 


gb:NM_020169.1 /DEF=Homo sapiens 

Idle AIM piULdil yL-AIN^, lilrxIN/A. 

/FEA=mRNA /GEN=LXN /PROD=latexin 
protein /DB_XREF=gi:9910395 
/UG=Hs. 109276 latexin protein 
/FL=gb:BC005346.1 gb:AF282626.1 
gb:NM_020169.1 


NM_020169 




NP_064554 


218735 s at 


0.034721 


zinc finger protein 


AA349848 


Hs.388482 


NP 055295 
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218750_at 


0.025284 


gb:NM_024116.1 /DEF=Homo sapiens 
hypothetical protein MGC5306 
(MGC5306). mRNA. /FEA=mRNA 
/GEN=MGC5306 /PROD=hypothetical 
orotein MGCS^Ofi 

/DB_XREF=gi:1 31 291 35 /UG=Hs.301 732 
hypothetical protein MGC5306 
/FL=gb:AF275800.1 gb:NM_024116.1 


NM_024116 




NP_077021 


218805_at 


0.046749 


gb:NM_01 8384.1 /DEF=Homo sapiens 
hypothetical protein FLJ 11296 
(FLJ11296), mRNA. /FEA=mRNA 
/GEN=FLJ11296 /PROD=hvDothetical 
protein FLJ11296 /DB_XREF=gi:8922984 
/UG=Hs.26194 hypothetical protein 
FLJ11296 /FL=gb:NM_01 8384.1 


NM_018384 




NP_060854 


218817_at 


0.025284 

V 


gb:NM_021928.1 /DEF=Homo sapiens 
hypothetical protein FLJ22649 similar to 
signal peptidase SPC2223 (FLJ22649), 
mRNA. /FEA=mRNA /GEN=FLJ22649 
/PROD=hypothetical protein FLJ22649 
similar to signalpeptidase SPC2223 
/DB_XREF=gi:1 1 345461 /UG=Hs.421 94 
hypothetical protein FLJ22649 similar to 
signal peptidase SPC2223 
/FL=gb:NM_021 928.1 gb:AL1 36660.1 


NM_021928 




NP_068747 
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218819_at 


0.018023 


gb:NM_012141.1 /DEF=Homo sapiens 
deleted in cancer 1; RNA helicase 
HDBDICE1 (DDX26), mRNA. 
/FEA=mRNA /GEN=DDX26 
/PROD=DEADH (Asp-Glu-Ala-AspHis) 
box polypeptide 26 

deleted in cancer 1; RNA helicase 
HDBDICE1 /FL=gb:NM_012141.1 
gb:AF097645.1 


NM_012141 




NP_036273 


218877_s_at 


0.018222 


gb:NM_021 820.1 /DEF=Homo sapiens 
MDS024 protein (MDS024), mRNA. 
/r tA- rnruNM /otiN— iviuouz^f 
/PROD=MDS024 protein 
/DB_XREF=gi:11 141892 /UG=Hs.286122 
MDS024 protein /FL=gb:AF 182423.1 
gb:NM_021820.1 


NM_021820 




NP_068592 


218924_s_at 


0.034721 


gb:NM_004388.1 /DEF=Homo sapiens 
chitobiase, di-N-acetyl- (CTBS), mRNA. 

/CCA-mDMA /PCM-PTDC 

/rtA-ITIKNA /otlN— o I bo 

/PROD=chitobiase, di-N-acetyl- 
/DB_XREF=gi:4758091 /UG=Hs. 135578 
chitobiase, di-N-acetyl- /FL=gb:M95767.1 
gb:NM_004388.1 


NM_004388 




NP_004379 


218927_s_at 


0.018222 


gb:NM_018641.1 /DEF=Homo sapiens 
chondroitin 4-O-sulfotransferase 2 (C4S- 
2), mRNA. /FEA=mRNA /GEN=C4S-2 
/PROD=chondroitin 4-O-sulfotransferase 
2 /DB_XREF=gi:8922111 /UG=Hs.25204 

Ol lvji lUi Uiiil \ H-V-/-0UIIULI dl lolcldoC c. 

/FL=gb:BC002918.1 gb:NM_018641.1 
gb:AF239822.1 


NM_018641 




NP_061111 
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218963_s_at 


0.049425 


gb:NM 015515.1 /DEF=Homo sapiens 
DKFZP434G032 protein 
(DKFZP434G032), mRNA. /FEA=mRNA 

/PROD=DKFZP434G032 protein 
/DB_XREF=gi:7661573 /UG=Hs.9029 
DKFZP434G032 protein 
/FL=gb:AF1 02848.1 gb:NM_015515.1 


NM_015515 




NP_775320 


218982_s_at 


0.046749 


gb:NM_01 5969.1 /DEF=Homo sapiens 
hypothetical protein (HSPC011), mRNA. 

/FFA=mRMA /fSFNsH^Pmi 1 

/PROD=hypothetical protein 
/DB_XREF=gi:7705424 /UG=Hs.44298 
hypothetical protein /FL=gb:AF077035.1 
gb:NM_015969.1 


NM_015969 




NP_057053 


218986_s_at 


0.046749 


gb:NM_01 7631.1 /DEF=Homo sapiens 
hypothetical protein FLJ20035 
(FLJ20035), mRNA. /FEA=mRNA 

/OL-IN — r LJZ.UUOO r\\JD— 1 lypUlllcllUai 

protein FLJ20035 /DB_XREF=gi:8923037 
/UG=Hs. 109309 hypothetical protein 
FLJ20035 /FL=gb:NM_017631.1 


NM_017631 




NP_060101 


219002_at 


0.038017 


gb:NM_024622.1 /DEF=Homo sapiens 
hypothetical protein FLJ21901 
(FLJ21901), mRNA. /FEA=mRNA 

/f^FM=FI 191 QH1 /PRnn-hwnnthotinal 
/OL-IM-rLJ^ 1 57U 1 /r TWJU— 1 lyfJUU ICUUdl 

protein FLJ21901 

/DB_XREF=gi: 13375843 /UG=Hs.32646 
hypothetical protein FLJ21901 
/FL=gb:NM_024622.1 


NM_024622 




NP_078898 


219045_at 


0.018222 


gb:NM_01 9034.1 /DEF=Homo sapiens 
hvDothetical Drotein fRIF^ mRNA 

1 • J fc/ v LI IvuwUI la/I V/lVIl 1 1 1 \ 1 1 lj Ti/l. 

/FEA=mRNA /GEN=RIF 
/PROD=hypothetical protein 
/DB_XREF=gi:9506666 /UG=Hs.96593 
hypothetical protein /FL=gb:AF239923.1 
gb:NM_019034.1 


NM_019034 




NP_061907 
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219081_at 


0.046749 


gb:NM_024668.1 /DEF=Homo sapiens 
hypothetical protein FLJ20288 
(FLJ20288), mRNA. /FEA=mRNA 
/GEN=FLJ20288 /PROD= hypothetical 
nrntpin Fl I11Q7Q 

piULCIII ll_vJ 1 1 S7 / 57 

/DB_XREF=gi: 1 3386461 /UG=Hs.84045 
hypothetical protein FLJ20288 
/FL=gb:BC004457.1 gb:NM_024668.1 


NM_024668 




NP_078944 


219117_s_at 


0.034721 


gb:NM_016594.1 /DEF=Homo sapiens 
FK506 binding protein precursor 
(LOC51303), mRNA. /FEA=mRNA 
/GEN=LOC51303 /PROD=FK506 binding 

nrntpin nrprnr^nr /DR XRFF=ni"77DR1^n 

/UG=Hs.24048 FK506 binding protein 
precursor /FL=gb:AF238079.1 
gb:NM_016594.1 


NM_016594 




NP_057678 


219118_at 


0.018023 


gb:NM_016594.1 /DEF=Homo sapiens 
FK506 binding protein precursor 
(LOC51303), mRNA. /FEA=mRNA 
/GEN=LOC51303 /PROD=FK506 binding 
piuiciM preoursor /UD^Arvizr— yi. # / uo i«jU 
/UG=Hs.24048 FK506 binding protein 
precursor /FL=gb:AF238079.1 
gb:NMJ)16594.1 


NM_016594 




NP_057678 


219186_at 


0.034721 


gb:NMJ)20224.1 /DEF=Homo sapiens 
hypothetical protein DKFZp5470146 
(DKFZp5470146), mRNA. /FEA=mRNA 
/GEN=DKFZp5470146 
/PROD=hypothetical protein 
DKFZd5470146 /DB XREF=ai 9910203 
/UG=Hs.91246 hypothetical protein 
DKFZp5470146 /FL=gb:NM_020224.1 


NM_020224 




NP_064609 
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219198_at 


0.018693 


gb:NM_012204.1 /DEF=Homo sapiens 
general transcription factor MIC, 
polypeptide 4 (90kD) (GTF3C4), mRNA. 
/FEA=mRNA /GEN=GTF3C4 
/PROD=general transcription factor IIIC, 
polypeptide 4(90kD) 
/DR XRFF=nrfiQ19^QQ /UH=H«; 

general transcription factor IIIC, 
polypeptide 4 (90kD) /FL=gb:AF142328.1 
gb:NM_012204.1 


NM_0 12204 




NP_036336 


219235_s_jat 


0.046651 


gb:NM_023923.1 /DEF=Homo sapiens 
hypothetical protein FLJ13171 
(FU13171), mRNA. /FEA=mRNA 
/GEN=FLJ13171 /PROD=hypothetical 
nrntpin Fl 11^171 

/DB_XREF=gi:12965188 /UG=Hs.225641 
hypothetical protein FLJ13171 
/FL=gb:AF1 30081.1 gb:NM_023923.1 


NM_023923 




NP_076412 


219282_s_at 


0.025284 


gb:NM_01 5930.1 /DEF=Homo sapiens 
vanilloid receptor-like protein 1 (VRL-1), 
mRNA. /FEA=mRNA /GEN=VRL-1 
/PROD=vanilloid receptor-like protein 1 
/DB XREF=ai"7706764 /UG=Hs 279746 
vanilloid receptor-like protein 1 
/FL=gb:AF129112.1 gb:NM_015930.1 


NM_015930 
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219290_x_at 


0.046749 


gb:NM_014395.1 /DEF=Homo sapiens 
dual adaptor of phosphotyrosine and 3- 
phosphoinositides (DAPP1), mRNA. 
/FEA=mRNA /GEN=DAPP1 /PROD=dual 
adaptor of phosphotyrosine and3- 
phosphoinositides /DB_XREF=gi:7657006 
/UG=Hs.62643 dual adaptor of 
pi lUopnuiyi ubiric anu o-pnospnoinooiuues 
/FL=gb:AF1 86022.1 gb:NM_014395.1 


NM_0 14395 




NP_055210 


219303_at 


0.034721 


gb:NM_024546.1 /DEF=Homo sapiens 
hypothetical protein FLJ 13449 
(FLJ13449), mRNA. /FEA=mRNA 
/GEN=FLJ 13449 /PROD=hypothetical 
nrnfpin Fl I1^44Q 

/DB_XREF=gi: 13375708 /UG=Hs.10711 
hypothetical protein FLJ 13449 
/FL=gb:AL1 36651.1 gb:NM_024546.1 


NM_024546 




NP_078822 


219304_s_at 


0.018023 


gb:NMJ)25208.1 /DEF=Homo sapiens 
spinal cord-derived growth factor-B 
(SCDGF-B), mRNA. /FEA=mRNA 
/GEN=SCDGF-B /PROD=spinal cord- 
derived growth factor-B 

/LyD_Ar\tr— gi. lOOfOOU/ /Uvj— ns. I IZOOO 

spinal cord-derived growth factor-B 
/FL=gb:AB033832.1 gb:AF113216.1 
gb:NM_025208.1 gb:AY027517.1 


NM_025208 




NP_149126 


219334_s_at 


0.034721 


gb:NM_022837.1 /DEF=Homo sapiens 
hypothetical protein FLJ22833 
(FLJ22833), mRNA. /FEA=mRNA 
/GEN=FLJ22833 /PROD=hvoothetica! 
protein FLJ22833 

/DB_XREF=gi: 12383083 /UG=Hs.1 18183 
hypothetical protein FLJ22833 
/FL=gb:NM_022837.1 


NM_022837 




NP_073748 
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219351_at 


0.018023 


gb:NM_014563.1 /DEF=Homo sapiens 
spondyloepiphyseal dysplasia, late 
(SEDL), mRNA. /FEA=mRNA 
/GEN=SEDL /PROD=SDondvloeDiDhvseal 
dysplasia, late /DB_XREF=gi:7657547 
/UG=Hs. 174038 spondyloepiphyseal 
dysplasia, late /FL=gb:NM_014563.1 


NM_0 14563 




NP_055378 


219386_s_at 


0.041795 


gb:NM_020125.1 /DEF=Homo sapiens 
BCM-like membrane protein precursor 
(SBBI42), mRNA. /FEA=mRNA 
/GEN=SBBI42 /PROD=BCM-like 
membrane protein precursor 
/DB XREF=ai 9910341 /UG=Hs 20450 
BCM-like membrane protein precursor 
/FL=gb:AF144235.1 gb:NM_014036.1 
gb:AF146761.1 gb:NM_020125.1 


NM_020125 




NP_064510 


219399_at 


0.018222 


gb:NM_018362.1 /DEF=Homo sapiens 
likely ortholog of mouse LIN-7C; 
mammalian LIN-7 nrotpin ^ (\ IN-7-C^ 
mRNA. /FEA=mRNA /GEN=LIN-7-C 
/PROD=LIN-7 protein 3 
/DB_XREF=gi:8922943 /UG=Hs.306206 
LIN-7 protein 3 /FL=gb:NM_018362.1 


NM_0 18362 




NP_060832 


219541_at 


0.038535 


gb:NM_01 7806.1 /DEF=Homo sapiens 
hypothetical protein FLJ20406 
(FLJ20406), mRNA. /FEA=mRNA 
/GEN=FLJ20406 /PROD=hypothetical 
protein FLJ20406 /DB_XREF=gi:8923377 
/UG=Hs. 149227 hypothetical protein 
FLJ20406 /FL=gb:NM_017806.1 


NM_017806 




NP_060276 
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219574_at 


0.034721 


gb:NM_01 7923.1 /DEF=Homo sapiens 
hypothetical protein FLJ20668 
(FLJ20668), mRNA. /FF_A=mRNA 

protein FLJ20668 /DB_XREF=gi:8923612 
/UG=Hs. 12920 hypothetical protein 
FLJ20668 /FL=gb:NMJ)17923.1 


NM_017923 




NP_060393 


219582_at 


0.018023 


gb:NMJ324576.1 /DEF=Homo sapiens 
hypothetical protein FLJ21079 
(FLJ21079), mRNA. /FEA=mRNA 

protein FLJ21079 

/DB_XREF=gi: 13375751 /UG=Hs.16512 
hypothetical protein FLJ21079 
/FL=gb:NM_024576.1 


NM_024576 




NP_078852 


219599_at 


0.034721 


gb:NM_018507.1 /DEF=Homo sapiens 
hypothetical protein PR01843 
(PR01843), mRNA. /FEA=mRNA 
/GEN=PR01843 /PROD=hypothetical 
proiein nr\vjio*fo /UD_Ar\tr— gi.oyz**uo^ 
/UG=Hs.283330 hypothetical protein 
PR01843 /FL=gb:AF1 19854.1 
gb:NMJ)18507.1 


NM_018507 




NP_060977 


219600_s_at 


0.046749 


gb:NM_006134.2 /DEF=Homo sapiens 
chromosome 21 open reading frame 4 
(C210RF4), mRNA. /FEA=mRNA 
/GEN=C210RF4 /PROD=chromosome 
21 open reading frame 4 
/DB XREF=ai'8659558 /UG=Hs 284142 
chromosome 21 open reading frame 4 
/FL=gb:BC000569.1 gb:AF045606.2 
gb:NM_006134.2 


NM_006134 




NP_006125 
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219667_s_at 


0.036254 


gb:NM_0 17935.1 /DEF=Homo sapiens 
hypothetical protein FLJ20706 
(FLJ20706), mRNA. /FEA=mRNA 

protein FLJ20706 /DB_XREF=gi:8923635 
/UG=Hs. 193736 hypothetical protein 
FLJ20706 /FL=gb:NM_017935.1 


NM_017935 




NP_060405 


219669_at 


0.027239 


gb:NM_020406.1 /DEF=Homo sapiens 
polycythemia rubra vera 1; cell surface 
receptor (PRV1), mRNA. /FEA=mRNA 
/GEN=PRV1 /PROD=polycythemia rubra 
vera 1; cell surfacereceptor 

polycythemia rubra vera 1; cell surface 
receptor /FL=gb:AF1 46747.1 
gb:NM_020406.1 


NM_020406 




NP_065139 


219679_s_at 


0.026013 


gb:NM_018604.1 /DEF=Homo sapiens 
hypothetical protein PR01741 
(PR01741), mRNA. /FEA=mRNA 
/GEN=PR01741 /PROD=hypothetical 
proiein rr\Kj\f**i /UD_Ar\cr— gi.oyz^u/H 
/UG=Hs.306067 hypothetical protein 
PR01741 /FL=gb:AF1 16666.1 
gb:NM_018604.1 


NM_018604 






219717_at 


0.049425 


gb:NM_017741.1 /DEF=Homo sapiens 
hypothetical protein FLJ20280 
(FLJ20280), mRNA. /FEA=mRNA 
/GEN=FLJ20280 /PROD=hvoothetical 
protein FLJ20280 /DB_XREF=gi:8923256 
/UG=Hs.270134 hypothetical protein 
FLJ20280 /FL=gb:NM 017741.1 


NM_017741 




NP_060211 
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Protein 
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No. 


219757_s_at 


0.036254 


gb:NM_017799.1 /DEF=Homo sapiens 
hypothetical protein FLJ20392 
(FLJ20392), mRNA. /FEA=mRNA 

/C5FN=FI l?fnQ9 /PROn=h\/nnthptiral 
protein FLJ20392 /DB_XREF=gi:8923365 
/UG=Hs.27047 hypothetical protein 
FLJ20392 /FL=gb:NM_017799.1 


NM_017799 




NP_060269 


219802_at 


0.034721 


gb:NMJ)24854.1 /DEF=Homo sapiens 
hypothetical protein FLJ22028 
(FLJ22028), mRNA. /FEA=mRNA 

protein FLJ22028 

/DB_XREF=gi: 1 3376278 /UG= Hs. 1 92570 
hypothetical protein FLJ22028 
/FL=gb:NM_024854.1 


NM_024854 




NP_079130 


219812_at 


0.018222 


gb:NM_024070.1 /DEF=Homo sapiens 
hypothetical protein MGC2463 
(MGC2463), mRNA. /FEA=mRNA 
/GEN=MGC2463 /PROD=hypothetical 

/DB_XREF=gi:13129051 /UG=Hs.323634 
hypothetical protein MGC2463 
/FL=gb:BC001 129.1 gb:NM_024070.1 


NM_024070 






219878_s_at 


0.03018 


gb:NM_01 5995.1 /DEF=Homo sapiens 
Kruppel-like factor 13 (KLF13), mRNA. 
/FEA=mRNA /GEN=KLF13 
/PROD=Kruppel-like factor 13 
/DB_XREF=gi:7706289 /UG=Hs.7104 
Kruppel-like factor 13 
/FL=gbAF1 32599.1 gb:AF1 50628.1 
gb:NM 015995.1 


NM_015995 




NP_057079 
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Protein 
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No. 


219941_at 


0.042466 


gb:NM_01 8279.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10936 
(FLJ10936), mRNA. /FEA=mRNA 
/RFN=FI HOQ^fi /PROD=h\/nnthptiral 
protein FLJ10936 /DB_XREF=gi:8922782 
/UG=Hs.7337 hypothetical protein 
FLJ10936 /FL=gb:NM_018279.1 


NM_0 18279 




NP_060749 


219957_at 


0.018023 


gb:NM_01 7987.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10063 
(FLJ10063), mRNA. /FEA=mRNA 

/VJLlN-rLJ IUUOJ Iv \ WJ\J—\ lyL/Ull ICLIUdl 

protein FLJ10063 /DB_XREF=gi:8922215 
/UG=Hs. 154091 hypothetical protein 
FLJ10063 /FL=gb:NM_017987.1 


NM_017987 




NP_060457 


219983_at 


0.021165 


gb:NM_020386.1 /DEF=Homo sapiens H- 
REV107 protein-related protein 
(LOC57110), mRNA. /FEA=mRNA ; 
/GEN=LOC57110 /PROD=H-REV107 

r\ro toi n_ro lea teaH nrofoin 
\J\ ULCll l~l cldlcU piUlClil 

/DB_XREF=gi:9966858 /UG=Hs.36761 H- 
REV107 protein-related protein 
/FL=gb:AB030816.1 gb:NMJ)20386.1 


NM_020386 




NP_065119 


219988_s_at 


0.018023 


gb:NMJ)18150.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10597 
(FLJ10597), mRNA. /FEA=mRNA 
/GEN=FLJ 10597 /PROD=hvDothetical 
protein FLJ10597 /DB_XREF=gi:8922541 
AJG=Hs.90375 hypothetical protein 
FLJ 10597 /FL=gb:NM_018150.1 


NM_018150 




NP_060620 
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Protein 
Accession 
No. 


220036_s_at 


0.049425 


gb:NM_018113.1 /DEF=Homo sapiens 
hypothetical protein FLJ 10494 
(FLJ10494), mRNA. /FEA=mRNA 

protein FLJ10494 /DB_XREF=gi:8922462 
/UG=Hs.272838 hypothetical protein 
FLJ10494 /FL=gb:NM_018113.1 


NM_018113 




NP_060583 


220048_at 


0.018222 


gb:NM_022336.1 /DEF=Homo sapiens 
ectodysplasin 1, anhidrotic receptor 
(EDAR), mRNA. /FEA=mRNA 
/GEN=EDAR /PROD=ectodysplasin 1, 
anhidrotic receptor 

/ u d /\ r\ c. r — y i . i io*+ iz.ou / uo-no.joono 

ectodysplasin 1, anhidrotic receptor 
/FL=gb:NM_022336.1 gb:AF130988.1 


NM_022336 


i 


NP_071731 


220081_x_at 


0.049425 


gb:NM_016371.1 /DEF=Homo sapiens 
hydroxysteroid (17-beta) dehydrogenase 
7 (HSD17B7), mRNA. /FEA=mRNA 
/GEN=HSD17B7 /PROD=hydroxysteroid 
(17-beta) dehydrogenase 7 
/UD_Ar\E:r- yi. / /uo*fzu /uij-ns. lof o/y 
hydroxysteroid (17-beta) dehydrogenase 
7 /FL=gb:AF098786.2 gb:NMJ)1 6371.1 


NM_016371 




NP_057455 


220187_at 


0.034721 


gb:NM_024636.1 /DEF=Homo sapiens 
hypothetical protein FLJ23153 
(FLJ23153), mRNA. /FEA=mRNA 
/GEN=FLJ23153 /PROD=hvDothetical 

/ V— ^ I— 1 'I 1 l—\J£-\J 1 \J \J It I \V/L/ 1 fj yJ\Jll 1 wU well 

protein FLJ23153 

/DB_XREF=gi: 1 3375867 /UG=Hs.44208 
hypothetical protein FLJ23153 
/FL=gb:NM_024636.1 


NM_024636 




NP_078912 
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Protein 
Accession 
No. 


220307_at 


0.028893 


gb:NM_016382.1 /DEF=Homo sapiens 
natural killer cell receptor 2B4 (CD244), 
mRNA. /FEA=mRNA /GEN=CD244 
/PROD=natural killer cell receptor 2B4 
/DB_XREF=gi:7706528 /UG=Hs. 1 57872 
natural killer cell receptor 2B4 

gb:AF145782.1 gb:AF107761.2 
gb:AF117711.1 gb:NM_016382.1 


NM_016382 




NP_057466 


220336_s_at 


0.023856 


gb:AB043821.1 /DEF=Homo sapiens 
GPVI mRNA for platelet glycoprotein VI- 
3, complete cds. /FEA=mRNA 
/GEN=GPVI /PROD=platelet glycoprotein 
/DR XRFF=nrQQS c iQ1'} 

VI O IL/D X\l \L_I — y I. C7v7«JvJC/ IO 

/UG=Hs.272216 glycoprotein VI (platelet) 
/FL=gb:AB035073.1 gb:NM_01 6363.1 
gb:AB043819.1 gb:AB043821.1 


AB043821 




NP_057447 


220342_x_at 


0.018222 


gb:NM_01 7992.1 /DEF=Homo sapiens 
hypothetical protein FLJ10083 
(FLJ10083), mRNA. /FEA=mRNA 

/r^PM—PI Hnnft^ /PRnn- h\/nnth*atir*al 

/ociN-rLJ i uuoj /r r\vju— nypuineiiocu 
protein FLJ10083 /DBJ(REF=gi:8922223 
/UG=Hs.279951 hypothetical protein 
FLJ10083 /FL=gb:NM_017992.1 


NM_017992 






220547_s_at 


0.025284 


gb:NM_01 9054.1 /DEF=Homo sapiens 
hypothetical protein MGC5560 
(MGC5560), mRNA. /FEA=mRNA 
/GEN=MGC5560 /PROD=hvDOthetical 
protein MGC5560 

/DB_XREF=gi: 12963480 /UG=Hs.233150 
hypothetical protein MGC5560 
/FL=gb:NM_01 9054.1 


NM_019054 




NP_061927 
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220580_at 


0.034721 


gb:NM_025044.1 /DEF=Homo sapiens 
hypothetical protein FLJ22476 
(FLJ22476), mRNA. /FEA=mRNA 
/GEN=FLJ22476 /PROD=hvDOthetical 
protein FLJ22476 

/DB_XREF=gi: 1 3376569 /UG=Hs.287696 
hypothetical protein FLJ22476 
/FL=gb:NM_025044.1 


NM_025044 




NP_079320 


220607_x_at 


0.034721 


gb:NM_016397.1 /DEF=Homo sapiens 
TH1 drosophila homolog (HSPC130), 
mRNA /FEA=mRNA /GEN=HSPC130 
/PROD=TH1 drosophila homolog 
/DB_XREF=gi:7705462 /UG=Hs.5184 
TH1 drosophila homolog 
/FL=gb:AF161479.1 gb:NM_016397.1 


NM_016397 




NP_057481 


220646_s_at 


0.026013 


gb:NM_01 6523.1 /DEF=Homo sapiens 
killer cell lectin-like receptor F1 
(KLRF1), mRNA. /FEA=mRNA 
/GEN=KLRF1 /PROD=killer cell lectin- 
like receotor F1 /DB XREF=ai 7705573 
/UG=Hs.183125 killer cell lectin-like 
receptor F1 /FL=gb:AF1 75206.1 
gb:NM_01 6523.1 


NM_016523 




NP_057607 


220684_at 


0.025284 


gb:NM_013351.1 /DEF=Homo sapiens T- 
box 21 (TBX21), mRNA. /FEA=mRNA 
/GEN=TBX21 /PROD=T-box 21 
/DB_XREF=gi:701 9548 /UG=Hs.272409 
T-box 21 /FL=gb:AF093098.1 
gb:NM_01 3351.1 gb:AF241 243.2 


NM_013351 




NP_037483 
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220704_at 


0.046749 


gb:NM_01 8563.1 /DEF=Homo sapiens 
hypothetical protein PRO0758 
(PRO0758), mRNA. /FEA=mRNA 
/GEN=PRO0758 /PROD=hypothetical 
protein PRO0758 /DB XREF=gi:8923974 
/UG=Hs.283708 hypothetical protein 
PRO0758 /FL=gb:AF1 16605.1 
gb:NM_018563.1 


NM_018563 




NP_006051 


220740_s_at 


0.034721 


gb:NM_005135.1 /DEF=Homo sapiens 
solute carrier family 12 
(potassiumchloride transporters), 
member 6 (SLC12A6), mRNA. 
/FEA=mRNA /GEN=SLC12A6 
/PROD=solute carrier family 12 
(potassiumchloridetransporters), member 
6 /DB_XREF=gi:4826779 /UG=Hs.4876 
solute carrier familv 12 
(potassiumchloride transporters), 
member 6 /FL=gb:AF108831.1 . 
gb:NM_005135.1 


NM_005135 




NP_005126 


220753_s_at 


0.048741 


gb:NM_01 5974.1 /DEF=Homo sapiens 
lambda-crystallin (LOC51084), mRNA. 
/FEA=mRNA /GEN=LOC51084 
/PROD=lambda-crystallin 
/DB_XREF=gi:7705743 /UG=Hs. 108896 
lambda-crystallin /FL=gb: AF077049. 1 
gb:NM_01 5974.1 


NM_015974 




NP_057058 
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220791_x_at 


0.018023 


gb:NM_014139.1 /DEF=Homo sapiens 
sodium channel, voltage-gated, type XII, 
alpha polypeptide (SCN12A), mRNA. 
/FEA=mRNA /GEN=SCN12A 
/PROD=sodium channel, voltage-gated, 
type XII, alphapolypeptide 
/DB_XREF=gi:7657541 /UG=Hs. 186877 
sodium rhanr»p| voltaae-aated tvoe XII 
alpha polypeptide /FL=gb:AF1 09737.1 
gb:NM_014139.1 


NM_014139 




NP_054858 


220905_at 


0.038535 


gb:NM_025007.1 /DEF=Homo sapiens 
hypothetical protein FLJ13501 
(FLJ13501), mRNA. /FEA=mRNA 
/GEN=FLJ13501 /PROD=hvDOthetical 
protein FLJ 13501 

/DB_XREF=gi: 13376524 /UG=Hs.287576 
hypothetical protein FLJ13501 
/FL=gb:NM_025007.1 


NMJ)25007 






22091 8_at 


0.026842 


gb:NM_025143.1 /DEF=Homo sapiens 
hypothetical protein FLJ20856 
(FLJ20856), mRNA. /FEA=mRNA 
/GEN=FLJ20856 /PROD=hvoothetical 
protein FLJ20856 

/DB_XREF=gi: 13376728 /UG=Hs.288916 
hypothetical protein FLJ20856 
/FL=gb:NM_025143.1 


NM_025143 




NP_079419 


220925_at 


0.018023 


gb:NM_021 929.1 /DEF=Homo sapiens 
hypothetical protein FLJ21613 similar to 
rat corneal wound healing related 
protein (FLJ21613), mRNA. /FEA=mRNA 
/GEN=FLJ21613 /PROD=hypothetical 
protein FLJ21613 similar to ratcorneal 
wound healing related protein 
/DB_XREF=gi: 11 345463 /UG=Hs.300952 
hypothetical protein FLJ21613 similar to 
rat corneal wound healing related 
protein /FL=gb:NM_021929.1 


NM_021929 




NP_068748 
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220940_at 


0.025284 


gb:NM_025190.1 /DEF=Homo sapiens 
KIAA1641 protein (KIAA1641), mRNA. 
/FEA=mRNA /GEN=KIAA1641 
/PROD=hypothetical protein FLJ21281 
/DB_XREF=gi: 1 3449272 /UG=Hs.44566 
KIAA1641 protein /FL=gb:NM_025190.1 


NM_025190 




NP_079466 


220941_s_at 


0.034721 


gb:NM_017447.1 /DEF=Homo sapiens 
hypothetical protein LOC54149 (YG81), 
mRNA. /FEA=mRNA /GEN=YG81 
/PROD=hvnnthptiral nrntpin I OnS414Q 
/DB_XREF=gi:8394546 /UG=Hs.49391 
hypothetical protein LOC54149 
/FL=gb:NM_017447.1 . 


NM_017447 




NP_059143 


220942_x_at 


0.034721 


gb:NMJ)14367.1 /DEF=Homo sapiens 
hypothetical protein, estradiol-induced 
(E2IG5), mRNA. /FEA=mRNA 
/GEN=E2IG5 /PROD=hypothetical 
protein, estradiol-induced 
/DB XRFF=ai'7657049 /UG=hte 594^ 
hypothetical protein, estradiol-induced 
/FL=gb:AF1 91 020.1 gb:NM_014367.1 


NM_014367 




NP_055182 


220966_x_at 


0.026842 


gb:NM_030978.1 /DEF=Homo sapiens 
hypothetical protein similar to actin 
related protein 23 complex, subunit 5 
(MGC3038), mRNA. /FEA=mRNA 
/GEN=MGC3038 /PROD=hypothetical 
protein similar to actin relatedprotein 23 
complex, subunit 5 
/DB XREF=gi: 13569955 
/FL=gb:NM_030978.1 


NM_030978 




NP_1 12240 
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220969_s_at 


0.042057 


gb:NM_030892.1 /DEF=Homo sapiens 
hvDothetical Drotein FLJ11786 
(FLJ11786), mRNA. /FEA=mRNA 
/GEN=FLJ11786 /PROD=hypothetical 
protein FLJ11786 
/DB_XREF=gi: 13569855 
/FL=gb:NM_030892.1 


NM_030892 






221027_s_at 


0.046749 


gb:NM_030821.1 /DEF=Homo sapiens 

nroun XII ^prrptpH nhn<;nhnlina^p A9 

y 1 UU[J /All OClrl CICU |JI IWOfJI IVJII|JClOC 

(PLA2G12), mRNA. /FEA=mRNA 
/GEN=PLA2G12 /PROD=group XII 
secreted phospholipase A2 
/DB_XREF=gi:13540619 
/FL=gb:NM_030821.1 


NM_030821 




NP_1 10448 


221080_s_at 


0.034721 


gb:NM_024898.1 /DEF=Homo sapiens 
hypothetical protein FLJ22757 
(FLJ22757), mRNA. /FEA=mRNA 
/GEN=FLJ22757 /PROD=hvDOthetical 
protein FLJ22757 

/DB_XREF=gi: 13376352 /UG=Hs.236449 
hypothetical protein FLJ22757 
/FL=gb:NM_024898.1 


NM_024898 




NP_079174 


221090_s_at 


0.018023 


gb:NM_01 8233.1 /DEF=Homo sapiens 
hypothetical protein FLJ10826 
(FLJ10826), mRNA. /FEA=mRNA 
/RFN=FI imft^fi /PRDD=h\/nnthptiral 

protein FLJ 10826 /DB_XREF=gi:8922693 
/UG=Hs.24809 hypothetical protein 
FLJ10826 /FL=gb:NM_018233.1 


NM_018233 




NP_060703 


221203_s_at 


0.025284 


gb:NM_01 8023.2 /DEF=Homo sapiens 
hypothetical protein FLJ 10201 
(FLJ10201), mRNA. /FEA=mRNA 
/GEN=FLJ10201 /PROD=hypothetical 
protein FLJ 10201 

/DB_XREF=gi: 1 3492976 /UG=Hs.31 81 27 
hypothetical protein FLJ10201 
/FL=gb:NM_01 8023.2 


NM_018023 




NP_060493 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 1 
Accession 
No. 


22121 1_s_at 


0.034721 


gb:NM_020152.1 /DEF=Homo sapiens 
c21orf7 form A-D (C21orf7), mRNA. 
/FEA=mRNA /GEN=C21orf7 
/PROD=c21orf7 form A-D 
/DB_XREF=gi:9910145 /UG=Hs.41267 
c21orf7 form A-D /FL=gb:AF269161.1 
gb:NM_020152.1 


NM_020152 




NP_064537 


221222_s_at 


0.036254 


gb:NM_01 7860.1 /DEF=Homo sapiens 
hypothetical protein FLJ20519 
(FLJ20519), mRNA. /FEA=mRNA 
/GEN=FL l?0*51Q /PROD=hvnothptiral 
protein FLJ20519 /DB_XREF=gi:8923488 
/UG=Hs.79457 hypothetical protein 
FLJ20519 /FL=gb:NM_017860.1 


NM_017860 




NP_060330 


221260_s_at 


0.045316 


gb:NM_030809.1 /DEF=Homo sapiens 
chromosome 12 open reading frame 2 
fC12orf2} mRNA /FEA=mRNA 
/GEN=C12orf2 /PROD=chromosome 12 
open reading frame 2 
/DB_XREF=gi: 13540601 
/FL=gb:NM_030809.1 


NM_030809 




NP_1 10436 


221306_at 


0.025284 


gb:NM_01 8971.1 /DEF=Homo sapiens G 
protein-coupled receptor 27 (GPR27), 
mRNA. /FEA=CDS /GEN=GPR27 
/PROD=super conserved receptor 
exnressed in brain 1 

V>/\LSI w O O w VI II 1 Ik/1 CI 1 1 1 1 

/DB_XREF=gi:9506746 /UG=Hs.278283 
G protein-coupled receptor 27 
/FL=gb:AB040799.1 gb:NM_018971.1 


NM_018971 




NP_061844 


22141 9_s_at 


0.046749 


gb:NM_01 3307.1 /DEF=Homo sapiens 
non-functional folate binding protein 
(HSAF000381). mRNA. /FEA=CDS 
/GEN=HSAF000381 /PROD=non- 
functional folate binding protein 
/DB_XREF=gi:7019412 
/FL=gb:NM 013307.1 


NM_013307 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


221499_s_at 


0.018222 


Consensus includes gb:AK026970.1 
/DEF=Homo sapiens cDNA: FLJ23317 
fis, clone HEP12062, highly similar to 

AFOORQ^fi Homn canipne: cwntayin-IRR 

ni i iui i i\j ociijid 19 oyiiLciAiii iuu 

mRNA. /FEA=mRNA 

/DB_XREF=gi: 1 0439960 /UG=Hs. 1 02 1 78 

syntaxin 16 /FL=gb:AF008936.1 


AF008936 




NP_003754 


221518_s_at 


0.025284 


Consensus includes gb:BE966019 

/FFA=F < 5T /DR XRFF=ni-1 177nQQ"H 

/DB_XREF=est:601659921R1 
/CLONE=IMAGE:3905741 
/UG=Hs.300700 hypothetical protein 
FU20727 /FL=gb:BC000226.1 


BC000226 




NP_060414 


221519_at 


0.02008 


gb:AF281859.1 /DEF=Homo sapiens 
dactylin mRNA, complete cds. 
/FEA=mRWA /PROn=riarh/lin 
/DB_XREF=gi: 1 0764487 /UG=Hs.24307 

0|JllL llaltUIUUt 1 1 IdllUM IldUUI 1 ^COll UUdUiy ly ) 

type 3 /FL=gb:AF281859.1 
gb:NM_022039.1 


AF281859 




NP_071322 


221555_x_at 


0.018222 


CDC14 cell division cycle 14 homolog B (S. 
cerevisiae) 


AU145941 


Hs.22116 


NP_201589 


221559_s_at 


0.034721 


gb:BC000229.1 /DEF=Homo sapiens, 
clone MGC:2488, mRNA, complete cds. 

/FFA=mRMA /PRfin-l lnl^nn\A/n /'nrntoin 

for MGC:2488) /DB_XREF=gi: 12652942 
/UG=Hs.267194 hypothetical protein 
MGC2488 /FL=gb:BC000229.1 


BC000229 




NP_076944 


221565_s_at 


0.034721 


gb:BC000039.1 /DEF=Homo sapiens, 
Similar to hypothetical protein, clone 
MGC:1824, mRNA, complete cds. 
/FEA=mRNA /PROD=Similar to 

* ■ Im# \ M H \l 1/ l # 1 1 A %^ \^ II 1 III W4 1 WJ 

hypothetical protein 

/DB_XREF=gi: 12652592 /UG=Hs.241545 
hypothetical protein /FL=gb:BC000039.1 
gb:NM_01 5916.1 


BC000039 




NP_057000 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


221601_s_at 


0.049425 


regulator of Fas-induced apoptosis 


AI084226 


Hs.58831 


NP_005440 


221675_s_at 


0.034721 


gb:AF1 95624.1 /DEF=Homo sapiens 
cholinephosphotransferase 1 beta 
mRNA, complete cds. /FEA=mRNA 
/PROD=cholinephosphotransferase 1 

beta /DR XRFF=ni'Q^n9ni9 
/UG=Hs.171889 
cholinephosphotransferase 1 
/FL=gb:AF1 95624.1 


AF1 95624 




NP_064629 


221688_s_at 


0.025284 


gb:AL1 3691 3.1 /DEF=Homo sapiens 
mRNA; cDNA DKFZp586L0118 (from 
clone DKFZp586L0118); complete cds. 
/FEA=mRNA /GEN=DKFZp586L0118 

/PROD=h\/nnthptipal nrotpin 

/riwt/ \ iyfw/WLi iciiV/Cil yJ\ UlCll l 

/DB_XREF=gi:12053320 /UG=Hs.6118 
hypothetical protein FLJ10968 
/FL=gb:AL1 3691 3.1 


AL136913 




NP_060755 


221708_s_at 


0 036254 


nh'RPnnfi91d 1 /nFF=Hnmn Qanipn<s 

clone MGC:999, mRNA, complete cds. 

/FFA=mRNIA /PRODzl Inknnwn fnrntpin 

for MGC:999) /DB XREF=gi: 13623232 
/FL=gb:BC006214.1 






NP_061141 


221742_at 


0.026013 


DnaJ (Hsp40) homolog, subfamily C, 

1 1 ICI 1 iUCi \J 


BF037823 


Hs.9683 




221750_at 


0.034721 


3-hydroxy-3-methylglutaryl-Coenzyme A 
synthase 1 (soluble) 


BG035985 


Hs.396266 


NP 002121 

111 w 1 £— 1 


221768_at 


0.025284 


splicing factor proline/glutamine rich 
(polypyrimidine tract binding protein 
associated) 


AV705803 


Hs. 180610 




221821_s_at 


0.046749 


Consensus includes gb:AK022732.1 
/DEF=Homo sapiens cDNA FLJ12670 
fis, clone NT2RM4002301. /FEA=mRNA 
/DB_XREF=gi: 1 0434303 /UG=Hs.2681 89 
hypothetical protein FLJ20436 


AK022732 




NP_060292 
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p-value 


Description 


Gene 
Accession 

IN LI. 


I Jninpnp 

Accession 

Mo, 
FMO. 


Protein 
Accession 
No. 


221842_s_at 


0.018023 


zinc finger protein 131 (clone pHZ-10) 


BE972394 


Hs.78743 




221860_at 


0.018023 


heterogeneous nuclear ribonucleoprotein L 


AL044078 


Hs.2730 


NP_001524 


221873_at 


0.046749 


zinc finger protein 143 (clone pHZ-1) 


AW162015 


Hs.374355 


NP_003433 


221874_at 


0.049425 


Consensus includes gb:AB037745.1 
/DEF=Homo sapiens mRNA for 

rxlAAM I JJIUldM, JJdi Ileal uUo. 

/FEA=mRNA /GEN=K!AA1324 

/PROn=KIAA1^94 nrntpin 

/DB_XREF=gi:7243028 /UG=Hs. 104696 

KIAAI^A nrntpin 


AB037745 






221957_at 


0 034721 


nwri iwofp Hphx/HrnnpnsiQP l^insQP 

isoenzyme 3 




ns. iyo \£H 


MP 005382 


221978_at 


0.046749 


major histocompatibility complex, class 1, F 


BE1 38825 


Hs.377850 


NP_061823 


221985 at 


0 025284 


hvnnthptiral nrntpin Fl l90n^Q 


nvvuuo / v?u 


He OAf\9K7R 


NP 060114 


221986 s at 


0.036254 


hypothetical protein FLJ20059 


AW006750 


Hs.246875 


NP 060114 

I'll i i i 


221989 at 


0.036254 


ribosomal protein L10 


AW057781 


Hs.77091 


NP 006004 


221992_at 


0.036254 


ESTs, Moderately similar to nuclear pore 
complex interacting protein [Homo 
sapiens] [H. sapiens] 


Al 925734 


Hs.409134 




222024_s_at 


0.025284 


Consensus includes gb:AK022014.1 
/DEF=Homo sapiens cDNA FLJ11952 
fis, clone HEMBB1 000831, weakly 
similar to Homo sapiens breast cancer 
nuclear receptor-binding auxiliary protein 
(BRX) mRNA. /FEA=mRNA 
/DB_XREF=gi: 1 0433327 /UG=Hs.30661 9 
Homo sapiens cDNA FLJ 11952 fis, 

Hnnp HFMRR1 000,8^1 u/pakh/ cimilar tn 
uiui ic nciviDD luuuoo l t WcdMy oiiiillcli LU 

Hnmn canionc hroact rancor ni irlaar 
rpppntnr-hinHinn aiiviliarv/ nrntpin fRRV\ 

1 CUCjJlUI UlllUlliy aUAlllaly fJIUltrill ^Di\Aj 

mRNA 


AK022014 




NP_658913 


222058_at 


0.025284 


goliath protein 


AW194818 


Hs. 102737 


NP 060904 


222064 s at 


0.042057 


hypothetical protein MGC2744 


AI093187 


Hs.317403 


NP 079543 


222108_at 


0.034721 


Homo sapiens BAC clone GS1-99H8 from 
7, complete sequence. 


AC004010 
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Gene 
Accession 
No. 


Unigene 
Accession 
No. 


Protein 
Accession 
No. 


222115_x_at 


0.040064 


Consensus includes gb:BC003693.1 
/DEF=Homo sapiens, Similar to RIKEN 
cDNA 3930401 K1 3 gene, clone 
I MAGE: 3454556, mRNA, partial cds. 
/FEA=mRNA /PROD=Similar to RIKEN 
rDNA 1Q^fi401K1^ npnp 
/DB_XREF=gi:1 3277567 /UG=Hs.90998 
KIAA0128 protein; septin 2 


BC003693 




NP_1 15958 


222122 s at 


0.018023 


Tho2 


BG403671 


Hs. 16411 




222125_s_at 


0.046749 


Consensus includes gb:BC000580.1 
/DEF=Homo sapiens, clone 
IMAGE:3162218, mRNA, partial cds. 
/FFA=mRNA /PROn=i Jnknnwn fnrntpin 
for IMAGE:3162218) 
/DB_XREF=gi: 12653606 /UG=Hs.5014 
hypothetical protein FLJ20262 


BC000580 




NP_808808 


222132_s_at 


0.049425 


Consensus includes gb:AJ278150.1 

/ULr nui i \\j ocjfjici to iiir\iN/A iui putative 

lipid kinase. /FEA=mRNA 
/PROD=putative lipid kinase 
/DB_XREF=gi:8250242 /UG=Hs.260238 
hypothetical protein FLJ 10842 


AJ278150 




NP_060708 


222140_s_at 


0.018973 


Consensus includes gb:AK021 758.1 
/DEF=Homo sapiens cDNA FLJ11696 
fis, clone HEMBA1 005029, highly similar 
to Homo saoiens CGI-13 Drotein 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10433004 /UG=Hs. 16085 
putative G-protein coupled receptor 


AK021758 




NP_057418 
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Gene 
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Unigene 
Accession 
No. 


Protein 
Accession 
No. 


222158_s_at 


0.018222 


Consensus includes gb:AF229834.1 
/DEF=Homo sapiens apoptosis-related 
protein PNAS-4 (PNAS-4) mRNA, partial 

rri<? /FFA=mRNA /fiFNI=PNIA9-4 

/PROD=apoptosis-related protein PNAS-4 

/l/d /\r\L_i — yi. / £.^.v?uo<7 / uo — no.Hz.*TUvJ 

CGI-146 protein 


AF229834 




NP_057160 


222182_s_at 


0.046749 


CCR4-NOT transcription complex, subunit 
2 


BG1 05204 


Hs.239720 ; 


NP_055330 


222239_s_at 


0.034721 


Consensus includes gb:AL1 17626.1 
/DEF=Homo sapiens mRNA; cDNA 
DKFZp434B105 (from clone 
DKFZp434B105); partial cds. 
/FEA=mRNA /GEN=DKFZp434B105 

/ 1 r\v»/L/ — i ly pull ictiuai pivjiciii 

/DB_XREF=gi:5912207 /UG=Hs.58570 
deleted in cancer 1; RNA helicase 
HDBDICE1 


AL1 17626 




NP_036273 


222252_x_at 


0.040064 


Consensus includes gb:AK023354.1 
/DEF=Homo sapiens cDNA FLJ13292 

fie rlnno fj\/ARn OH1 1 BO VA/oaklw 
Ho, L/IUnt; UVnr\U IUU I IOU, WcdMy 

similar to UBIQUITIN-LIKE PROTEIN 
DSK2. /FEA=mRNA 

/UD_Ar\Lr-ljl. I U*f OOZOO /UO- no. ZOO / OS? 
dldXIil- 1 UUIv-jUlllll llrxt; ll llci dlsUiiy piULclM 


AK023354 




NP_064516 


222282_at 


0.046749 


AV761453 MDS Homo sapiens cDNA 

UlUlit; IVILJODZ^AUO O , ilirxINM otJCJUcllUC. 


AV761453 






222316 at 


0.025284 


ESTs 


AW973253 


Hs.292689 




222366 at 


0.046749 


ESTs 


W86781 


Hs.293736 




222369_at 


U.UOJ I uo 


loio, iviuuci cticiy on much iu i lyjjuu leuucti 

protein FLJ20489 [Homo sapiens] 
TH saDiens! 




no. i I otoo 




222380 s at 


0.034721 


ESTs 


AI907083 


Hs. 124620 




32541_at 


0.018222 


protein phosphatase 3 (formerly 2B), 
catalytic subunit, gamma isoform 
(calcineurin A gamma) 


NM_005605 


Hs.75206 


NP_005596 


35201_at 


0.046749 


heterogeneous nuclear ribonucleoprotein L 


NM_001533 


Hs.2730 


NP_001524 
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p-value 


Description 


VJCliC 

Accession 

Kirk 
INO. 


1 Ininono 

Accession 

IMO. 


Protein 

1 I \f *v III 

ArrpQ^inn 

nwucso 1 v/i I 

No. 


35671 at 


U.UoOZOH 


general iranscnpiion lacior mo, 
puiypepuue i , aipna zzukl/o 


mm nm^on 

INlVI UU 1 OZU 


Wc ^^1 

ns.oo i 


NP 001511 


35685 at 


U.U I ouzo 


ring linger protein i 


MM n09Q^1 
INIVI UUZ^O I 




NP 002922 


36545 s at 


U.Uo^ f Z I 


i\i/aauo4z gene proauct 


ADH1 111/1 
nOU 1 1 114 


nS.ozzuy 






0.046749 


MAP-kinase activating death domain 


AB002356 


Hs.82548 




396 f at 


n cmraaa 

U.U IOH*fH 


eryrnropoienn receptor 


M^y| nnnioi 
NIVI UUU I Z i 


MS. iZ/o^O 


NP 000112 


3Q650 at 


0.018023 


KIAA0435 gene product 


NM 014801 


Hs.31438 


np n^fiifi 


41113 at 


0.049425 


hypothetical protein AF447587 


AI871396 


Hs.101414 




44673 at 


0.018023 


sialoadhesin 


N53555 


Hs.31869 


NP 075556 


45572_s_at 


0.034721 


golgi associated, gamma adaptin ear 
containing, Mr\r Dinaing protein i 


AW009695 


Hs.238296 


NP_037497 




U.Ujh / Z I 


sema domain, immunogioDuiin aomam 
(lg), transmembrane domain (TM) and 
short cytoplasmic domain, (semaphorin) 

AC 




MS. /loo 


MP OpinORQ 


47069 at 


0.034721 


Rho GTPase activating protein 8 


AA533284 


Hs. 102336 


NP 851859 


47560 at 


0.02008 


hypothetical protein FLJ 11939 


AI 525402 


Hs.94229 


NP 078955 


50277_at 


0.046749 


golgi associated, gamma adaptin ear 
containing, Mt\r uinaing protein i 


AW001443 


Hs.238296 


NP_037497 


51200 at 


0.034721 


hypothetical protein FLJ20850 


AI744084 


Hs.30783 


NP 060437 


51228_at 


u.uzooyo 


to i s, vveaKiy similar to kinia Dinaing 
motif protein 12; putative brain nuclearly- 
targeted protein [Homo sapiens] 
[H. sapiens] 


iNooyzo 


MS.On>04U 




^1774 <; at 

Jill H o CH 


0.046749 


ESTs, Moderately similar to hypothetical 
protein i-LJzU4oy [norno sapiens] 
[H. sapiens] 


AW014299 


Hs.237946 




52940 at 


U.UooUl r 


single ig iL-iK-reiatea moiecuie 


AAUo0/O4 


Uo 1 1 ono 

ns.nouy 


NP 068577 


\J 1 \J\Js3 CIL 


U.Uzozo4 


hypothetical protein FLJ 14972 


A A COCACC 

AAooouoo 


I i _ a a r\r\r\ 

HS.1 1900 


KIP 115Q1R 
IHr II i O 


57715 at 


U.Uzozo4 


nypotneticai protein luuoiuoo 


w/zoy4 


HS.z41o40 


mp n^7nnn 

INr UO/UUU 


63895 at 


0.036254 


chromosome 1 1 open reading frame2 


AI557319 


Hs.5258 


mp nn«Qi7 

IMr UUOy I / 


64064 at 


u.u^fo / 


immune associatea nucieotiae *\ HKe i 
(mouse) 


A MocnQQ 
Al'foOUOy 


He OR1 Q>1 

ns.zo i y^ 


NP 0fiD854 


64474 g at 


0.019292 


hypothetical protein FLJ22127 


AA203219 


Hs.59457 


NP 073612 


74694 s at 


0.034721 


hypothetical protein FLJ23282 


AA907940 


Hs. 170253 


NP 079092 


91816_f_at 


V/ . U£i v*/Z- <J"T 


Hnmn <;anipn«; mRNA fnr OK/^W-Pl 4 

complete cds 


w 1 0»J 1 O 


MS, liJHOj 




91952 at 


0.026013 


hypothetical protein BC002926 


AI363375 


Hs.298553 


NP 612362 


AFFX-BioC-5_ 


0.046749 


J04423 E coli bioC protein (-5 and -3 
represent transcript regions 5 prime and 
3 prime respectively) 


J04423 
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Gene 
Accession 

Kin 


I Jnifipnp 

Ul ilUCIIv 

Accession 


Protein 
Accession 
No. 


AFFX-HUMGy 


0.046749 


glyceraldehyde-3-phosphate 

uci lyui uy cf idoc 


NM_002046 


Hs. 169476 


NP 002037 


AFFX-M2783( 


0.018023 


Human 28S ribosomal RNA gene, 
complete cds. 


M27830 






AFFX-r2-Hs2* 


0.03018 


Human 28S ribosomal RNA gene. 


M11167 






AFFX-r2-Hs2* 


0.035763 


Human 28S ribosomal RNA gene. 


M11167 






AFFX-r2-P1-c 


0.025284 


Bacteriophage /REF=X03453 
/DFF=Rartprionhanp P1 ctp 
recombinase protein corresponding to 
nucleotides 581-1001 of X03453 
/LEN=1058 (-5 and -3 represent 
transcript regions 5 prime and 3 prime 
respectively) 


X03453 







Page 186 of 186 



